
New Features in FlyBase: 
FlyBase 2.0 (beta) 







Disclaimer! 

If	you	see	some	missing	data	on	the	new	site,	
don't	worry.	We	are	ac8vely	working	on	impor8ng	
all	exis8ng	data	and	do	not	an8cipate	dropping	
anything	at	this	8me.	 



New features include: 

•  New/Improved tools 
– New hit-list management 
– Sequence Downloader 
– Revised Jump-to-Gene/Search box 
 

•  Enhanced Gene Reports 
– Navigation panel 
– GO summary ribbons 
– Protein domain graphics 
– Reference filtering 

•  Mobile device friendly 
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Feedback please! 
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