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Bibliography
~2,870 references

Ref-to-gene curation
~1,330 papers (curators)
~1,150 papers (authors)

Genetic reagents
~23,220 alleles
~1,460 papers

Phenotypes
~7,660 annotations 
~295 papers

Functional data (GO)
~3,020 annotations 
from ~715 papers

Gene expression
~1,570 annotations 
from ~1100 papers

Gene Groups & 
Signaling Pathways
~70 new gene groups 
1 new pathway

scRNA-seq datasets
~10 datasets
~370 single cell clusters

Experimental Tools
~80 tools

Genome features
~640 features 
from ~210 papers

Disease models
~1,510 allele assoc.
~65 new disease rep.

Physical interactions
~845 interactions 
from ~180 papers

Gene models
~10 new models

Cell lines
~320 associations
~10 new reports

Chemicals
~5,370 associations
from ~1,490 papers

Ontologies
~482 fly anatomy terms
~46 other terms 

Curation overview



Expression: Fly Cell Atlas scRNA-seq data



Expression: miRNA histograms



Gene Report: Hmt-1

Function: GO ribbons and stacks

Gene Group Report: ABCB ATP-Binding Cassette Transporter Subfamily 



Function: GO ribbon stack from HitList



Function: Export to PANGEA (GSEA tool) from HitList



Function: enzyme reaction graphics



Function: protein & ncRNA structures



Variant molecular consequences 



Orthology updates

● Orthologs in humans and model 
organisms

● Updated to v9.1
○ 14 different algorithms
○ A. gambiae and E. coli added

● Orthologs in other insects & arthropods
● Now retrieved via live API call

○ Always up-to-date (v11)



Outreach: ‘New to Flies’ and FAQ update



Outreach: Fly Lab List



Outreach: FlyBase publications



Coming soon…

● Macromolecular complex reports

● Better representation of split-GAL4 lines & combinations

● ‘Gene toolkit’

● Metabolic pathways

● Further integration with the 



Notifications and help
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