
Gene Snapshots are short, manually curated 
summaries designed to provide a quick 
overview of the function of a gene's products. 
We contacted the Drosophila community for 
expert knowledge and are very grateful for the 
large number of responses. The new concise 
summaries will appear at the top of each gene 
report, and will be downloadable to use as an 
aid in genome-wide analyses and screens.

FlyBase now regularly posts video tutorials to 
help users navigate FlyBase. You can find all our 
tutorials on our YouTube channel, FlyBase TV, 
which can be accessed from our Help menu. The 
videos span a wide range of topics and target 
different audiences. The ‘Basic Navigation’ series 
is helpful for new users, while the ‘RNA-Seq’ 
series will interest users wanting gene expression 
information. When a video explains how to use a 
specific tool, a link is displayed on the page of the 
tool.

If you have an idea for a new tutorial or if you 
have comments on the existing videos, please 
contact us. Please subscribe to FlyBase TV to be 
alerted to newly released videos.

Video Tutorials

Community Resources

Epidermal growth factor receptor (Egfr) is the transmembrane 
tyrosine kinase receptor for signaling ligands in the TGFalpha 
family (Gurken, Spitz, Vein, and Keren), which utilises the 
intracellular MAP kinase pathway. Egfr roles include growth 
regulation, cell survival and developmental patterning. [Date 
last reviewed: 2016-05-20]

In the section "Aligned Evidence" there is 
a new option: “Protein domains (PFAM)”

In GBrowse:

Visualization options for protein domains are 
being added.

FlyBase maintains lists of links to numerous useful 
web sites organized by category

Protein Domains

And many more!
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Orthology data from DIOPT are now searchable 
through the new Orthologs tab of our 
QuickSearch tool. (DIOPT integrates ortholog 
predictions for multiple model organisms from 
multiple individual tools.) Simply select the input 
species, enter one or more gene symbols/IDs, 
then select one or more output species:

(Where the input species is D. melanogaster, you can choose to 
instead search the OrthoDB-derived orthology set, which includes 

more closely related species to D. melanogaster.)

Typical output is shown below, and includes  
links to other databases, an alignment 
between orthologous gene-pairs, and the 
option to download the results as a TSV file:

A similar presentation of these data is shown in 
the ‘Orthologs’ section of our Gene Reports:

Breast cancer, PARK7

coming   
soon

G2F allows queries for genes 
and diseases across human and 
model organisms, with both 
simple and advanced searches. 
Output options will include 
orthologs, interactions, and 
functional annotations.

The initial hit list page provides 
tabs for selection of "Genes" or 
"Diseases" and allows filtering 
by species.

Clicking on any gene goes to a 
table of orthologs, with links. 

Take a look at the submission form designed for 
reporting information about strains, cell lines 
and other reagents used in a publication.

Download as spreadsheets at: 
flybase.org/journal/reagent_form/
Reagents_template.xlsx
Reagents_example.xlsx

Author Reagent Form

Human Disease    
Model Reports

This report describes spinocerebellar ataxia 12 (SCA12), which is a subtype of 
spinocerebellar ataxia. The human gene implicated in this disease is PPP2R2B, 
which encodes a brain-specific regulatory subunit B of protein phosphatase 2. 
Protein phosphatase 2A (PP2A), a heterotrimeric serine/threonine phosphatase. 
Expanded (CAG)n repeats in PPP2R2B are associated with SCA12. There is one 
high-scoring fly ortholog, tws, for which RNAi targeting constructs, alleles caused 
by insertional mutagenesis, and classical amorphic alleles have been generated.

The Human Disease Model Report presents an 
integrated overview of a specific modeled 
disease, including ortholog data, links to OMIM 
and DO, and links to related data in FlyBase.

G2F will help in the design of experiments by 
allowing  rapid retrieval of key information for a 
gene of interest across model organisms, including 
gene function, protein and genetic interactions, 
synexpression, and phosphorylation sites.

Kinase substrate: Mkk4


