Minutes from the 2026 North American Drosophila Board of Directors Meeting
The 2026 Annual Drosophila Research Conference, March 4, 2026
Sheraton Grand Chicago Riverwalk, Chicago, IL

The meeting was run by President Eric Lai in a hybrid format with some participants joining via
Zoom. Detailed reports from the various committees and resource centers were submitted prior
to the meeting and can be found at the end of this document. These minutes attempt to capture
the discussion that occurred in the meeting itself. The reader is referred to the original reports
for a more detailed discussion of each topic.

1. Welcome and Introductions
All participants introduced themselves at the beginning of the meeting. New board members
were welcomed, and outgoing members were thanked for their service.

2. Approval of the Minutes from the 2025 Meeting and the Nomenclature Report

Minutes - The minutes from the 2025 North American Drosophila Board meeting were
approved by a show of hands. This document and current officers of the Flyboard can be
viewed at:

https://wiki.flybase.org/mediawiki/images/a/a7/2025 Fly Board Meeting Reports _minutes-

2.pdf

3. Committee Reports

a. Elections (Harmit Malik) - Past-president Harmit Malik announced the results of the Fly
Board Elections on behalf of the nominations committee (Harmit Malik (Chair); Michelle
Arbeitman; Liz Rideout; Lesley Weaver; Shefali; Shyama Nandakumar). As in past years, the
voting was between two candidates for each of the eight positions up for election. The
community survey was used to help identify candidates, as well as canvassing broadly on social
media. Candidates who were not elected on this round are all considered excellent, so their
names will be forwarded to the next committee to be considered again for future elections. The
results of the 2026 election are as follows:

President-Elect: Julie Brill (will serve as President in 2027)

Treasurer: Tina Tootle

New England representative: Yukiko Yamashita

Mountain representative: Clement Chow

Australia/Oceania representative: Leonie Quinn

Primarily Undergraduate Institution (PUI) representative: Rebecca Spokony
Postdoc representative: T J Waller

Graduate Student representative: Melissa Mychalczuk

In total, 329 people voted, but some did not cast ballots in all eight elections. Harmit noted that
the number of votes cast for this year (300-350 votes) was smaller than in the past (700-750
votes). He noted that 7000 people receive the email about elections but only a small percentage
vote. He asked whether we could have more advocating (possibly on the part of the President)
to vote. Harmit also noted that the term of the trainee representatives had been reduced from 3
years to 2 years. Eric said that perhaps the elections process seems acceptable in its current
form and participation. He noted that voting participation has remained stable at a few hundred
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voters over the past several years, and there continues to be a strong pool of excellent
candidates.

Eric said that he was going to send an email to the Drosophila Pls prior to this past election but
decided not to after learning that GSA had already sent such an email. The idea was suggested
that it would be a good idea for future Fly Board Presidents to email Drosophila Pls before the
next election. Eric was concerned that emails about the election were ending up in SPAM filters,
but after a show of hands, it was determined that loss of emails due to SPAM did not appear
prevalent among the Fly Board members.

b. Treasurer report (Jessica Treisman) - Jessica Treisman presented the Treasurer’s report
covering the activity and balance for the Drosophila Reserve Fund, Larry Sandler Fund, Victoria
Finnerty Fund and Hugo Bellen/Catherine Tasnier Fund. Jessica, who has just finished two
consecutive terms (i.e., 6 years) as Treasurer, noted that financial management is handled
largely by the GSA Treasurer, who provided the current figures. Overall, Fly Board funds have
continued to grow. Traditionally, approximately 5% of reserve funds and up to $1,500 from the
Sandler fund are distributed annually, though increasing these amounts or using funds for other
purposes warrants a discussion from the Fly Board. Additional funds were allocated this year to
support FlyBase during the lapse in funding following the loss of its Harvard grant, including
$50,000 dollars from the reserve fund and $10,000 from the Sandler fund.

Jessica also reported that the GSA has been contributing annually to one of the funds, Victoria
Finnerty Fund, which has led to continued growth. She raised the possibility that the Board may
consider increasing undergraduate travel awards supported by this fund. A new Hugo Bellen
and Catherine Tessier-Lavigne Neurogenetics Lecture fund has been established with an initial
balance of about $110,000 and is also growing.

The Treasurer chairs the Trainee Awards Committee, which distributes roughly $10,000
annually. In 2025, the committee (Jessica Treisman (Chair); Grace Lee; Rodrigo Fernandez-
Gonzalez; Daniela Drummond-Barbosa; Shyama Nandakumar) offered outreach awards; 15
applications were received and six were funded (four at $2,000 and two at $1,000), primarily
supporting workshops or events for high school and undergraduate students, often in
underserved regions, including international locations. In 2026, the committee (Jessica
Treisman (Chair), Daniela Drummond-Barbosa, Katy Rothenberg, Alexey Veraksa, and Peiwei
Chen) instead supported trainee attendance at the Fly meeting. In coordination with the DelLill
Nasser travel awards committee, eight applicants were funded at $1,000 each, plus one
additional smaller award. One recipient also received the Larry Sandler Award, so those funds
are expected to be returned.

Eric asked about whether there is a regular pattern for funding outreach awards versus
travel/attendance awards. Jessica explained that the guidelines intentionally leave the use of
funds flexible, allowing each year’s Trainee Awards Committee to decide whether to prioritize
outreach or travel support. She noted that funding both categories in the same year may dilute
impact, as it would increase applications while limiting the number of awards in each category.
Alternating between outreach and travel funding, or providing guidance to future Treasurers,
was discussed as a possibility.



It was also noted that past decisions were influenced by circumstances. For example, during the
COVID period, travel funding was not appropriate, so outreach awards were emphasized.
Additional considerations, such as special requests to support attendance, childcare, and
participation by underrepresented trainees at major meetings, were suggested during the
discussion. Overall, recent practice has been to allow the committee to determine priorities each
year.

c. Victoria Finnerty Undergraduate Travel Awards (Ruth Johnson) - Ruth reported an
increase in applications this year, receiving 46 submissions compared to 39 the previous year
and 37-38 in earlier years. 15 awards were funded, representing a relatively high success rate.
The overall quality of applications was strong, and they demonstrated trainee ownership and the
depth of research to be presented at the Fly meeting.

A total of $6,000 was available for awards. Because payments above $599 would be taxable,
awards were distributed in varying amounts up to $599, resulting in relatively small individual
awards. Despite this, all recipients were able to secure additional funding and attend, which was
viewed positively.

The committee (Ruth Johnson (chair), Jennifer Bandura, Daniel Cavanaugh, Justin DiAngelo,
Judith Leatherman, Matthew Wawersik) requested additional funding this year due to the high
quality of applications. During this process, it became clear that the awards are funded by GSA
rather than the Fly Board reserve fund. This raised concerns about long-term funding security. A
question was posed to Tracy DePellegrin, Executive Director of GSA, about whether the $6,000
annual support will continue and whether steps should be taken to ensure stable funding going
forward. Jessica Treisman noted that the dedicated account generates only $3,000-4,000
annually, with GSA currently providing the remainder. In response to questions about securing
long-term funding for the trainee awards, Tracy indicated they were not prepared to commit
immediately and would need to review the request. They noted that guaranteeing support in
perpetuity would be difficult. Instead, a model similar to other endowed funds (such as the
recently established Hugo Bellen fund) could be considered, where available principal and
projected returns determine sustainable annual payouts.

Additional options discussed included fundraising to support the awards, such as soliciting
donations from the community or adding a voluntary contribution option during meeting
registration. Tracy agreed to evaluate possibilities and follow up with the 2026 Fly Board
President (i.e., Erika Bach) after the 2026 Drosophila conference.

Although Ruth is stepping down from the Finnerty Committee, she is willing to assist with future
fundraising efforts for the Finnerty Fund. She emphasized that trainees (particularly
undergraduate participants) represent an important pipeline for the Fly community and asked
how engaged the Fly Board community would be in supporting fundraising efforts to sustain
trainee awards.

The Board discussed potential alternative funding sources. It was noted that the Sandler Fund
has a substantial balance and currently supports one graduate student per year, with annual
income exceeding the amount distributed. The possibility of using some of these funds to
enhance trainee support or increase award security was raised. Uncertainty was also noted
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regarding future GSA contributions to the Finnerty Fund, suggesting that additional planning
may be needed to ensure long-term stability. No decisions were made about using the Sandler
Fund to support undergraduate travel.

d. Sandler Award (Mark Peifer) — Mark presented the report for the Sandler Award. The
Sandler Award committee (Mark Peifer (Chair); Tania Reis; Andrew Dacks; Yanlan Mao; J.J.
Emerson) was selected to ensure diversity in research areas, geography, and career stage. 26
nominations were received, and each included a CV, thesis abstract, and nomination letter.
Committee members independently reviewed all nominees, and they used a rubric set up by the
prior Sandler Committee Chair Li Zhao that evaluated research area, independence, impact,
and originality. Each member ranked their top candidates, and through discussion and scoring,
five finalists were selected. The committee then reviewed the full theses of these finalists and
conducted a second round of evaluation before selecting a winner and runners-up.

Mark stated that the quality of nominations was exceptionally high, which made the selection
challenging. The committee suggested clarifying submission instructions, specifically that the
thesis abstract must be the student’s own abstract. The Sandler committee recommended
revising eligibility rules, which currently span roughly 1.5 years and allow some candidates to be
nominated twice while others are eligible only once (see below).

The 2026 Sandler Award winner was Dr. Rebecca Tarnopol (UC Berkeley; nominator Noah
Whiteman). Considered of equal merit, the Runners-up were: Dr. Krish Sanghvi (nominator Dr.
Irem Sepil, Oxford); Dr. Matthew Capek (nominator Dr. Marco Gallio, Northwestern); and

Dr. Xuefeng Meng (nominator Dr. Yukiko Yamashita, MIT). The committee emphasized the
outstanding quality of all finalists and highlighted the strength of the future Drosophila research
community.

After Mark’s presentation, the Board discussed the Sandler Award eligibility window, which
currently spans approximately 18 months and allows some candidates to be eligible in two
different years. It was noted that this creates inconsistency for trainees and places responsibility
on nominators to track eligibility. A proposal was made to revise the policy to ensure more
equitable treatment. Two options were considered: (1) redefining eligibility by calendar year, or
(2) maintaining the current eligibility window but limiting candidates to a single nomination. The
calendar-year option was viewed as potentially problematic due to ambiguity around December
completion dates. The alternative, which is keeping the existing dates but allowing only one
nomination per candidate, was recommended. The Fly Board voted to retain the current 18-
month eligibility period while implementing a policy that each candidate may be nominated only
once. The motion passed unanimously.

e. Drosophila Image Award (Julie Brill) — Julie reported that the Image Award process ran
smoothly despite the compressed timeline created by the early meeting date (early March, as
opposed to the late March or April dates of prior meetings). The committee was: Julie Brill
(Chair); Nicolas Gompel; Jocelyn McDonald; Hua Bai; Andreas Jenny; Mikaela (Ela) Serpe.
Three members rotating off and three new members joining this year. Additional transitions are
expected next year, including the chair (Julie) stepping down due to new responsibilities as
President-Elect of the Fly Board. The committee plans to recruit a successor from current or
recent committee members. The award’s history and leadership transitions were also noted,
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along with continued strong interest in serving on the committee.

Submissions were considered from the prior calendar year (January 1 to December 31, 2025)
and included images and videos from papers published in the previous calendar year. Julie
noted that committee members solicited submissions by contacting authors and promoting the
competition. This year there were 71 total submissions (48 images and 23 videos), slightly fewer
than previous years (95 and 76 submissions). To increase submissions, Julie suggested
increased advertising and outreach. The committee also encouraged limiting multiple
submissions from the same paper to avoid splitting votes.

Julie proposed several procedural improvements, including standardized slide templates for
submissions and a downloadable document summarizing rules and requirements. This would
ensure consistent formatting and reduce administrative burden on the person who maintains the
website. Winners were selected using a weighted voting spreadsheet. The image award went to
Tua Karling (Helen Weavers lab, University of Bristol, UK) and the video award to Marcus
Kilwein (Liz Gavis lab, Princeton). Julie emphasized that participation is strong, the process is
working well, and serving on the committee is highly rewarding.

f. Community Service Award (Cale Whitworth) — Cale presented the report for the
Community Service Award committee (Michelle Arbeitman, co-chair; Cale Whitworth, co-chair;
Elizabeth Chen; Lydia Grmai; Amy Kiger; Steven Marigold) solicited nominations in late fall. The
award is intended to recognize individuals or groups providing significant service to the
Drosophila community, particularly those whose contributions may not be recognized through
major GSA awards. Nominations are retained from year to year, resulting in a growing pool
considered annually.

After reviewing new and carryover nominations and discussing them by email and by zoom, the
committee selected two awardees for 2026. The award recognizes groups responsible for
developing online repositories and resources for dissemination and analysis of Drosophila data.
Honorees include the REDfly project, led by Mark Halfon, and FlyBase personnel not previously
recognized in 2023. The latter are specifically database developers, web and system
administrators, administrative staff, and program leadership (Gil dos Santos, lan Longden,
Christopher J. Tabone, Pinglei Zhou, Victor Strelets, Jim Thurmond, Seth Campbell, Kris Broll,
Mark Zytkovicz, Carol Sutherland, Susan Russo Gelbart). Cale mentioned that the committee
emphasized the importance of FlyBase, particularly given recent funding challenges and staff
departures, and concluded that contributors should be recognized even if they are no longer
formally affiliated with the project.

Looking forward, the committee discussed continuity in leadership. Beginning next year, the
award will be co-chaired by a current chair and a chair-elect to ensure smoother transitions.
Michelle Arbeitman and Amy Kiger will be rotating off the committee, and new members will be
recruited.

g. FlyCROSS Mentor Matching Program (Shefali, Laurel Raftery) - Laurel and Shefali
presented the report about the FlyCROSS program, with 2025-2026 representing the second
year. Committee membership was (Laurel Raftery, co-chair; Shefali, co-chair; Alissa Armstrong;
Frank Macabenta; Jocelyn McDonald; Jonathan Andrew (Postdoc at Baylor); Shyama
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Nandakumar). The program opened in early June for mentors (six weeks), followed by a six-
week mentee application period from mid-July to September.

Laurel noted that participation increased substantially from the first year. The number of
mentors rose from 90 to 122, while mentees increased from 37 to 84, more than doubling. The
program also saw expanded geographic and demographic reach, including growth in mentees
from Africa (from one in the previous cycle to 17), a doubling of first-generation mentees, and a
large increase in participants from institutions with limited Drosophila labs (from 16 to 42). The
data suggest strong demand for mentorship outside local institutional environments. Laurel
listed common mentee interests as mental health, equity and diversity, burnout, balancing
teaching and research, and career re-entry after breaks.

The committee met virtually to match mentors and mentees. A key challenge was that some
mentors were selected by many mentees (e.g., 1 mentor chosen by 9 applicants), creating
conflicts and additional workload. Approximately 90% of mentees received one of their preferred
mentors; for the remaining ~10%, the committee proposed alternative options and coordinated
additional communication to finalize matches. To improve the process, the committee plans to
increase the number of preferred mentors listed by mentees (e.g., from 3 to 5) and implement
clearer response timelines for mentors.

Leadership of this committee will transition next cycle, with Laurel and Shefali rotating off as co-
chairs. Their successors will be identified from the committee. Current committee members will
remain to maintain continuity, but additional volunteers are needed. The committee is also
exploring ways to increase engagement among participants. A survey will be distributed at the
end of the mentoring year to gather feedback and inform future improvements. A related
concern was raised about applicants not following instructions (e.g., incomplete information or
listing non-participating mentors), which increased administrative workload and may require
clearer guidance.

h. GSA Conferences (Suzy Brown) - Suzy reported that there were 1,247 registered
participants for Dros26, with the exhibit hall sold out for the first time in several years.
Attendance was slightly lower than the previous year, largely due to reduced international
participation, but still stronger than expected. She noted that 44% of attendees were first-time
participants, many of whom were trainees or undergraduates, raising the challenge of
encouraging continued engagement. GSA efforts to improve affordability included maintaining
stable undergraduate registration fees and offering a discounted hotel room block to reduce
lodging costs. She emphasized the importance of staying in conference hotels to maintain
favorable registration pricing.

Suzy and Tracy highlighted the many advocacy efforts by the Genetics Society of America.
These included outreach to policymakers (postcards and Capitol Hill Day) and opportunities for
community members to contribute examples demonstrating the importance of model organism
research. Suzy and Tracy encouraged coordination between the Fly Board and GSA to increase
participation in advocacy.

Suzy discussed future meeting locations. The 2027 meeting will be in Philadelphia, 2028 at the
Town and Country venue in San Diego, and potential international locations (e.g., Europe or
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Canada) are being considered for 2029 or beyond. After this, there was a discussion which
highlighted tradeoffs, including visa restrictions, travel costs, institutional funding limits, and
coordination with other meetings such as the European Drosophila conference and Canadian fly
meetings.

i. Dros26 (Pelin Volkan and Daria Siekhaus) — Pelin and Daria reported on behalf of the
Dros26 organizing committee (Pelin Volkan (co-chair), Daria Siekhaus (co-chair), Akhila Rajan,
Jacob Kagey (PUI), Rodrigo Fernandez-Gonzalez, Cassandra Extavour) that planning
proceeded smoothly. The committee used nominations and ranked voting to select plenary
speakers, platform sessions, workshops, and session chairs, with attention to diversity in
discipline, geography, and career stage. One goal of the committee was increased attendance
of Drosophila neuroscience researchers. The platform sessions were generally the same as in
past years. The organizers initially had a platform session on initiatives on education, pedagogy,
engagement, and outreach, but they did not receive enough abstracts to warrant a session. The
session chairs were two faculty chairs and a postdoc chair. The postdoc chair was responsible
for judging the posters. The committee added an undergraduate platform session, as was done
in Dros25. The committee scheduled 8 workshops, which covered some topics as in prior years
and some new ones. The committee also included in the programming topics about career
development, faculty preparation, funding challenges, and international career paths; some of
these are a continuation of prior programming by GSA and some of them were new, driven by
the organizing committee (such as how to be faculty-ready). They continued the Mentor program
with 118 mentees and 86 mentors coming together for lunch. Community-building activities
included mentoring programs, networking events, and advocacy postcard writing.

Pelin and Daria had recommendations for future meetings. These included continuing the
undergraduate session, increasing nominations from Asia, exploring ways to share recorded
talks with primarily undergraduate institutions, and maintaining advocacy initiatives. Overall, the
organizers reported strong participation and effective coordination.

4. Resource Center Reports

J- Bloomington Drosophila Stock Center (BDSC) (Cale Whitworth) — Cale reported that the
BDSC operations are currently stable, supported by a renewed five-year grant cycle beginning
in August 2024 and a successful non-competing renewal in 2025. Approximately 76% of the
center’s operating costs are supported by community purchases. Concerns arose during the
recent FlyBase funding interruption, as FlyBase is essential for locating stocks. In response, the
BDSC applied for and received an administrative supplement to support continued access to
stock-related data and to accelerate integration of stock information into the Alliance of Genome
Resources. Following restoration of FlyBase funding, efforts shifted toward collaborative work
with FlyBase and the Alliance. A donation fund was also established through the BDSC to
support FlyBase during the funding lapse and to provide a mechanism for future emergencies
affecting FlyBase, the BDSC, or related resources.

Discussion followed regarding donor communications, including requests to avoid follow-up
fundraising solicitations from Indiana University. Similar to the 2025 Fly Board Meeting, shipping
challenges for international distribution of fly stocks were also discussed. These issues are
largely region-specific, particularly in Europe, where permit requirements vary by country and
are difficult for the BDSC to address directly. Additional complications were noted for Canada
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(new permit requirements), Japan (customs delays at certain U.S. entry points), and some
Japanese stock collections temporarily pausing shipments to the United States due to postal
restrictions. Overall, while logistics remain complex, the BDSC reported that operations
themselves remain stable.

k. Vienna Drosophila Stock Center (VDRC) (Lisa Meadows) — Lisa reported that shipping
from Vienna to the United States generally works well when proper documentation is used,
though occasional delays occur when packages are routed through Memphis, TN, where
shipments may be held despite correct paperwork. In these cases, the only practical solution
has been for senders and recipients to monitor tracking closely and follow up with carriers.

For shipments from the United States to Europe, requirements vary by country. The European
Drosophila Society maintains national representatives who can provide country-specific
guidance, and researchers experiencing difficulties are encouraged to contact their local
representative. A website listing these contacts is available.

The VDRC reported stable operations overall, with sales approximately 6% lower than the
previous year, which was expected. The center emphasized the importance of FlyBase for stock
visibility and noted ongoing efforts to refresh inventory by adding new stocks, especially from
European groups, while culling underused lines.

I. Drosophila Genomics Resource Center (DGRC) (Andy Zelhof, Arthur Luhur) — Andy and
Arthur reported that the DGRC has established a rotating advisory board with five-year terms;
Debbie Andrew is stepping down, and suggestions for a new member are being solicited. The
DGRC is nearing the end of year two of its current funding cycle and expects a notice of award
for the next year. Funding levels have matched requested amounts, and overall sales remain
stable, with decreasing demand for DNA reagents but increasing interest in cell lines.

They also report that shipping and regulatory requirements, particularly for international
shipments, have become more burdensome; the DGRC staff have to spend significant time
addressing new permits and stricter enforcement of existing regulations. The DGRC is
developing country-specific templates to help users navigate requirements and suggested that
laboratories within the same institution share permits where possible to reduce administrative
burden. This guidance will be added to future newsletters.

The ensuing discussion revealed that the DGRC is improving resource quality and accessibility.
Whole-plasmid sequencing is now standard for newly received vectors, and older vectors are
being sequenced retrospectively. A redesigned website is in development, with beta testing
expected soon. Additionally, DGRC has incorporated a large dataset from the Berkeley
Drosophila Genome Project, including thousands of ORFs and sequencing records, which will
be made accessible through the updated website.

m. DRSC (now Arthropod Cell Screening Facility (ACSF))/TRiP (Stephanie Mohr) -
Stephanie reported that the screening center reported continued scientific progress, including
new libraries (e.g., NanoTag and tagged protein resources), updated online tools, and new
versions of major resources such as FlyPhone and the DRSC tools. They have largely
transitioned to CRISPR-based platforms and expanded efforts into additional arthropod species,
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leveraging Drosophila as both a biological and technological model. The center was renamed
the Arthropod Cell Screening Facility (ACSF). They launched a new website, while maintaining
the existing DRSC/TRIP portal for continuity. She stated that this “rebranding” is intended to
better reflect the shift beyond RNAi and beyond Drosophila, and to support future fundraising
efforts. The ACSF downsized because of NIH funding decisions and broader funding cuts.
Arrayed RNA. libraries are no longer being distributed, though cherry-picked templates remain
available for labs wishing to perform follow-up functional assays. The facility continues to
distribute libraries and provide cells through collaboration with the DGRC. The shift to CRISPR-
based platforms and broader species coverage has opened new opportunities for funding,
including partnerships focused on disease vectors and pest control, alongside continued NIH
support.

n. FlyBase (Brian Calvi) — Brian reported that FlyBase operates as an international consortium
with sites in the U.S. and U.K., historically supported by NHGRI, MRC, BBSRC. Funding was
reduced by approximately 50% in 2016, prompting cost reductions and introduction of user fees.
FlyBase was also required to participate in development of the Alliance of Genome Resources,
which has since become a central focus of effort. The current NHGRI grant cycle runs from
February 2024 through January 2029, but FlyBase has been informed that standalone funding
will not be renewed after 2029, with functionality expected to transition fully into the Alliance.

Brian recounted that in 2025 FlyBase faced major disruptions when federal funding to Harvard,
through which FlyBase grants were administered, was terminated, halting support for
consortium sites. Additional complications arose from new NIH restrictions on foreign
subawards, affecting the U.K. curation team. Operations were sustained during this period
through bridge funding, community donations, and institutional support. Brian wanted to
acknowledge critical contributions from individual scientists, laboratories, and organizations,
including Fly Board-related efforts. Parallel fundraising efforts were conducted in the U.K. to
support curators there.

FlyBase later renegotiated its non-competing renewal and has now received funding for the next
year. Going forward, the plan is to maintain FlyBase functionality while accelerating migration to
the Alliance of Genome Resources before 2029. A separate fee structure in the U.K. is being
considered to support remaining curators, given restrictions on transferring U.S. funds
internationally. FlyBase will continue periodic data releases while prioritizing development
needed for the transition. There was a big round of applause for Brian when he finished his
report in recognition of his many efforts to manage FlyBase during this difficult time.

In the discussion, a comment was raised that members of the Japanese Drosophila community
encountered difficulties contributing to FlyBase through the donation mechanism, as the
donation website was not compatible with institutional reimbursement processes. One
suggestion was made: that implementing a formal fee-based system would make it easier for
institutions, particularly in Japan, to contribute support. In response, Brian noted that a fee-
based model is administratively easier when linked to a formal grant or invoicing structure, but
FlyBase relied on donations during the recent funding crisis because such a mechanism was
not in place. The proposed U.K.-based fee system is expected to address this limitation and
facilitate broader participation.



o. Gene Disruption and human cDNA projects (Oguz Kanca, Shinya Yamamoto, Hugo
Bellen) - The Gene Disruption Project continues to generate CRISPR-mediated homologous
recombination alleles for Drosophila genes. Approximately 300 additional lines have been
created this past year, bringing the total to about 3,800 alleles. These reagents enable
conditional restoration of gene function and tissue-specific rescue, and an R24 grant supports
expansion of the collection by an additional ~2,000 alleles. A collaboration with the Human
cDNA Project tested rescue of fly lethal alleles using human orthologs; partial rescue was
observed in ~74% of combinations, with at least one human homolog rescuing 25 of 28 genes,
supporting the utility of Drosophila for modeling human disease.

This project has also generated a large collection of human cDNA transgenes (~8,000 in
plasmids and more than 5000 in transgenic lines). These resources are distributed through
DGRC, Bloomington stock center, and Kyoto stock center. They plan to create a unified website
allowing users to search by human gene and identify available fly reagents and stocks across
repositories.

The project received funding through the Undiagnosed Diseases Network to analyze candidate
disease genes and variants in Drosophila. They also received funding during the COVID-19
pandemic to generate tagged and untagged SARS-CoV-2 protein reagents, enabling functional
studies of viral proteins and host interactions.

p- Nomenclature Committee (Kevin Cook) — Kevin said that there was nothing to discuss and
that all of the relevant information was in the report.

5. Additional items

q. Policies for Reserve and Sandler Funds - Eric Lai presented draft policy documents
intended to codify principles for use of the Fly Board Reserve Fund and the Sandler Fund,
particularly following the recent emergency support provided to FlyBase (which was a one-time
donation to FlyBase from the Reserve and Sandler funds during the disruption of federal
funding). Eric spoke with some of the founders and early proponents of these funds to
understand their histories, and to obtain their support for potential policy changes. Eric’s
proposal was to vote on changes in spending in the Reserve and Sandler Funds beyond the
“normal” spending that has occurred over the past decade or so. The proposal called for a vote
by the full slate of Drosophila Board Members (Officers, Regional Representatives, PUI
Representative, International Representatives and Trainee Representatives). The vote would be
called by the current Fly Board President and at least 15 votes need to be cast in favor of the
change with remote and asynchronous voting being permitted.

The ensuing discussion emphasized that the Sandler Fund was originally intended to support
the Sandler Lecture and trainee-oriented activities but should not function as a static memorial
fund. Several possible future uses were discussed, including increased trainee support,
assistance for Sandler Award runners-up, and support for student and postdoctoral Fly Board
representatives.

Board members also discussed the importance of maintaining growth of the Sandler Fund

principal rather than spending down the endowment. Considerable procedural discussion
followed regarding voting thresholds and governance structure for future fund usage decisions.
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Many Fly Board members voiced confusion about what exactly they were voting on. Ultimately,
after several attempts at voting, the Board approved policy documents for both the Sandler
Fund and Reserve Fund while deferring decisions about specific future expenditures or
allocations. The votes were 15 in favor, 0 opposed and 1 abstaining for policy on the Sandler
Fund and 13 in favor, 0 opposed, 0 abstaining for the policy on the Reserve Fund.

r. Species Stock Sharing Initiative - The Fly Board also discussed ongoing issues with the
Drosophila species stock collection at Cornell, including difficulties obtaining species stocks and
reports that some species may have been lost. In response, members of the community are
organizing a decentralized, crowdsourced species-sharing network in which laboratories
voluntarily list and distribute species maintained in their own collections. The goal is to improve
resilience, reduce risk of losing rare species, and provide an alternative means of obtaining
species stocks internationally. This community-based initiative is organized by Ben Hopkins
(Univ. of Florida), Artyom Kopp (UC Davis), Gavin Rice (Kansas State) and Bernard Kim
(Princeton).

s. Additional Community Initiatives - Additional discussion topics included the growing
importance of childcare support at meetings and the possibility of developing a centralized
childcare funding initiative rather than placing responsibility on individual meeting organizers.
The meeting concluded with appreciation for organizers, resource centers, and community
volunteers, along with announcement of a new song celebrating Drosophila research that would
be performed by Eric Lai and Tara Finegan during the conference plenary session.

With this, Eric adjourned the meeting.

Preparation of the minutes — These minutes were written by Erika Bach, aided by the detailed
written reports of the committee and resources centers provided before the meeting. Sally
Horne-Badovinac, Eric Lai and Julie Brill provided feedback and helped to correct any errors
and improve clarity.

In person attendees: Erika Bach, Eric Lai, Sally Horne-Badovinac, Harmit Malik, Jessica
Treisman, Tina Tootle, Julie Brill, Rodrigo Fernandez-Gonzalez, Laurel Raftery, Don Fox,
Artyom Kopp, Jocelyn McDonald, Daniela Drummond-Barbosa, Ruth Johnston, Shyama
Nandakumar, Shefali, Brian Calvi, Kevin Cook, Cale Whitworth, Hugo Bellen, Allan Spradling,
Lisa Meadows, Andrew Zelhof, Arthur Luhur, Shinya Yamamoto, Oguz Kanca, Mariana Wolfner,
Suzy Brown, Pelin Volkan, Daria Siekhaus, TJ Waller, Melissa Mychalczuk, Tracy DePellegrin,
Rebecca Spokony

Zoom attendees: Yukiko Yamashita, Erika Matunis, Laura Musselman, Louise Cheng, Jiwon
Shim, Allison Bardin, John Ewer, Stephanie Mohr, Mark Peifer, Leonie Quinn
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Report of the 2025-2026 Fly Board Election Committee

Committee

Shefali (graduate representative, Flyboard)

Michelle Arbeitman

Shyama Nandakumar (postdoc representative, Flyboard)
Elizabeth Rideout

Lesley Weaver

Harmit Malik (Past-past President/Chair)

The committee was formed in September 2025 by Harmit Malik in his role as Past-past
President and Chair of the committee. One member of the 2023-2024 committee, Michelle
Arbeitman, was reinvited to maintain continuity in committee procedures and to provide
guidance on what worked best. We also invited outgoing trainee representatives to Flyboard to
aid in the selection of the new trainee representatives, as they have been contacted by different
trainees during their term.

There were eight elected positions to fill:

1) Fly Board President
Treasurer
Regional Representative New England
Regional Representative Mountain
Regional Representative Australia/Oceania
PUI Representative
Graduate Student Representative
Postdoctoral Fellow representative

SSRGS

To identify potential nominees, all committee members were invited to make suggestions, which
were compiled into a single sheet to aid in selection. The committee was given the most recent
community survey results, in which current community members had expressed their interest in
specific positions. All self-nominations in the two surveys were considered. Committee members
met via Zoom in late October and early November to develop a plan to finalize nominations. We
also solicited specifically trainees to self-nominate for the open positions on social media.
Trainee candidates were encouraged to contact the current Graduate and postdoctoral fellow
representatives to find out more about the positions and responsibilities. On the advice of the
current trainee representatives and based on feedback from people we spoke to, we shortened
the term any trainee serves on the Flyboard from three to two years to encourage wider
participation.

We finalized a ranked list of all candidates (including up to four backup candidates) in
November. In one case, we did not select a highly qualified candidate from New York City to
have a more geographically diverse representation in the President position. In another case,
we did not select a highly qualified candidate to ensure they would not be responsible for
organizing the Flybaord meeting during the same Drosophila meeting they are organizing. Our
list consists of very talented scientific leaders who have made significant contributions to the
community. This list will be shared with future chairpersons of the nominations committee. The
committee identified a diverse set of candidates, with some emphasis on more senior
colleagues, except in a few cases where we felt that candidates had already established a
strong record of leadership.



We ranked the faculty candidates by email. The committee chairperson (Harmit) then contacted
the candidates in the order they were ranked to see if they would consider being a nominee. If
one of these candidates declined, we contacted the next candidate. This process took about 4-5
weeks because some colleagues needed additional time to decide. Each candidate was told the
length of their term, duties, and provided the link to the FlyBoard wiki for more information. The
full list of candidates who agreed to serve as nominees is outstanding, and the committee hopes
that the candidates who were not elected will be considered again, along with other candidates
on our backup list.

For the trainee candidates, we had a slightly different process, admirably led by our current
two trainee representatives, Shefali and Shyama. They had extensive meetings with many
talented graduate and postdoc candidates who expressed an interest in the position. In most
cases, they then passed their information along to me, and | contacted them to answer any
additional questions. Since Shefali and Shyama were most involved in their conversations with
the different candidates and could best gauge their willingness, interest, and ability to
participate, the rest of the committee deferred to their opinion when ranking the trainee
candidates.

We asked all candidates to provide a written statement and a separate photo for the ballot. The
candidates were provided last year's statements to understand the format and types of activities
others included. These items were completed in mid-January. This is later than ideal, but could
not be helped, as we had limited contact with our candidates from Australia/Oceania during their
summer vacation. The slightly more rushed timeline may have adversely affected turnout
compared to previous years, although turnout remains abysmally low. In the past, up to 700
votes were received in elections, but we are now closer to half that number.

The GSA staff were contacted in mid- January to ask about running the election in February.
They formatted the information provided by candidates and slightly edited it based on candidate
edits and formatting preferences. GSA sent two emails to members of the society, with the
election in the subject line, and committee members and Fly Board colleagues helped post the
link on social media. The voting went through the GSA Survey Monkey, which required each
person to sign into the GSA portal. Voting began on February 1, 2025, and ended on February
20, 2025. At least two reminder emails were sent. Votes were tabulated, and all candidates and
senior leadership of Flyboard were informed of the results on the Monday following the election
deadline. We are grateful to the GSA staff for running the election and for sending emails to our
community.



The results of the election follow, with winning candidate in BOLD:

President elect: (329 total votes)
Julie Brill
Michael Busczczak

Treasurer: (329 total votes)
Tina Tootle
Brian Lazzaro

Northeast: (307 total votes)
Yukiko Yamashita
Erica Larschan

Mountain: (309 total votes)
Clement Chow
Beverly Piggott

Australia/Oceania: (271 total votes*) (we note that only 1 vote separated the two candidates)
Leonie Quinn
Christen Mirth

Primarily Undergraduate Institutions (PUIs): (291 total votes)
Rebecca Spokony
Jacob Kagey

Postdoctoral Fellows: (269 total votes)
TJ Waller
Shree Chaitranjali Yadla

Graduate Students: (277 total votes)
Melissa Mychalczuk
Seth Lammert



(Candidates are listed in alphabetical order)
President-elect

Julie Brill, Senior Scientist

The Hospital for Sick Children

My first exposure to Biology was in third grade, when my
parents gave me a set of Sears microscope slides, and my
dad brought home his upright microscope from the lab so |
could look at them. | was fascinated; one of the sets, labeled
“Organs of Insects”, included a fly wing and leg!

At Swarthmore College, | chose a Biology course on a whim,
to satisfy a distribution requirement. This decision completely
changed my life. After taking the Intro to Cell and
Developmental Biology and Genetics (three of my favorite
topics), | was hooked. In Genetics lab, | set up my first fruit
fly crosses, did linkage experiments, and made polytene
chromosome preps. Scott Gilbert, an incredible teacher and
textbook author, taught Developmental Biology. By the end of
college, | knew | not only wanted to do Biology, but | also
wanted to teach Biology. After college, | took a gap year to
finish a project | had started the previous Summer with
Susan Gottesman at NIH, apply to grad schools, and set out
on a path towards an academic career.

]
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In grad school at MIT, | joined the lab of yeast geneticist Gerald Fink at the Whitehead, where |
studied pheromone signaling and investigated the relationship of yeast MAP kinases to other
components of the signaling pathway. Between experiments, | spent much of my spare time
talking to friends in the labs of Terry Orr-Weaver, Ruth Lehmann and Don Rio, which led me to
apply to Drosophila labs for my postdoc and join Margaret (Minx) Fuller’s lab at Stanford, where
| began studying sperm development. In Minx’s lab, and as a visiting postdoc in Barbara
Wakimoto’s lab at University of Washington, | cloned one of the first lipid kinases shown to be
important for cytokinesis. | moved to Toronto to start my lab at The Hospital for Sick Children,
exactly 25 years ago as | write this.

As a card-carrying geneticist who joined the GSA in 1988 to go to a yeast meeting and has
attended nearly every fly meeting since 1994, being part of the GSA and the fly community has
been incredibly important to my career. | met many friends and collaborators through this
community and was fortunate to give my first talk (1996), chair my first session (2004), and be
an invited plenary speaker (2012) at the fly meetings.

| have served as Canadian representative to the Fly Board and am currently Chair of the
Drosophila Image Awards committee. At a time when science has been hard hit and its value
underappreciated, we are all feeling the need for community action towards shared goals. As
Fly Board President, | would be honored to bring the community together to work towards
common goals, such as advocating for model organism research and database funding,
increasing diversity in science, and promoting public science education.



Michael Buszczak, Professor
UT Southwestern Medical Center

| would be honored to serve as President of FlyBoard. | began
working with Drosophila in 1998 as a graduate student in Lynn
Cooley’s laboratory at Yale University, where | studied ecdysone
signaling during oogenesis. | then completed my postdoctoral
training in Allan Spradling’s lab, where | conducted a large-scale
GFP trap screen with the help of many colleagues. | am currently
a Professor in the Department of Molecular Biology at UT
Southwestern Medical Center, where my research focuses on
germ cell development and on how ribosomes and mRNA
translation contribute to development and disease.

. The support of the fly community has played a central role in my
scientific growth. This is an exciting time in genetics, and | believe our model system remains
second to none in its power to drive discovery.

Service to the scientific community has been an integral part of my career. | served as
Treasurer of the Genetics Society of America (GSA) from 2020-2022, gaining firsthand
experience with the fiscal challenges and opportunities facing scientific societies. | currently
serve on the GSA Awards Committee and as Chair of the GSA Publications Committee,
advising the Editors-in-Chief of GENETICS and G3 and the GSA Executive Board. | also served
for six years on an NIH study section and continue to participate as an ad hoc reviewer.

Helping to organize the 2019 Annual Drosophila Research Conference was one of the highlights
of my scientific career and reinforced my appreciation for the fly community. | am a member of
the Bloomington Stock Center Scientific Advisory Board and twice served on the Larry Sandler
Selection Committee. At UT Southwestern | administer our local fly kitchen.

| see FlyBoard as both a steward of essential community resources and a voice advocating

for Drosophila research in the broader scientific community. If elected, | will work to strengthen
our society, advocate for sustained funding for model organism research, support professional
development for students, fellows, and early-career scientists, ensure the Fly Meeting remains a
highlight on the scientific calendar, and promote scientific literacy in the public domain.

As President, | will work to promote the long-term financial security of FlyBoard and to support
the Stock Centers, FlyBase, and other shared resources that enable top-notch research. | will
strive to “raise all ships” by advocating for all members of our community and continuing
FlyBoard’s tradition of inclusivity, collaboration, and scientific exploration. It would be a privilege
to serve a community that has shaped my career and continues to inspire my science.



Treasurer
Brian Lazzaro, Professor
Cornell University

I have always considered the Drosophila research
community to be my intellectual home and | have strong
affinity with the GSA as the organization that underpins it.
Even as | write this, I’'m drinking from a Genetics/G3 coffee
mug. The Fly Board has crucial responsibilities including
advocacy for Drosophila research, enabling the annual
Drosophila Research Conference, and supporting career
development at all stages. As Treasurer of the Fly Board,
my mission would be to sustain these activities and expand
their impact. These are obviously difficult times in research
science and we face serious threats, including the
defunding of FlyBase. But there are also new avenues to
explore. The world has changed multiple times over the last
120 years and the Drosophila community has maintained
its resilience throughout.

| attended my first Fly Meeting in 1996, before | even started graduate school, and | have missed
only two since then. | was offered the terrifying and tremendous opportunity to give a plenary talk
in 2011 (with my non-academic parents in audience!) and this remains a sentimental high point in
my career. | proudly published my first first-author in Genetics in 2000. | was an Associate Editor
for Genetics from 2012-2019 and the Great Lakes Regional Representative to the Fly Board in
2021-2024. | am currently a mentor in the FlyCross program. Outside the GSA, | am the current
Chair of the NIH/CSR study section on Genetic Variation and Evolution (GVE), | have served in
multiple leadership roles within Cornell including founding Director of the Cornell Institute for Host-
Microbe Interactions and Disease (CIHMID; 2017-2025), and | was co-chair of the College
Board/ETS Exam Development Committee that writes the annual AP Biology test (2015-2018). |
would bring that commitment and experience to the role of Fly Board Treasurer.

My research program is focused on the evolutionary and functional genetics of insect immune
systems, with bacterial infection of D. melanogaster as our primary experimental system. We
study the genetic basis for variability in immune defense, how the immune system interacts with
other physiological processes including reproduction and metabolism, bacterial strategies for
infecting insects, and the long-term evolutionary genetics and comparative genomics of insect
immune systems. | began this research as a Ph.D. student with Andrew Clark at Penn State,
building from a foundation | gained working as an undergraduate and research technician in
Chuck Langley’s lab at UC Davis. | started my own lab at Cornell University in 2003.

My research career began in the pre-genome era and has continued into the age of CRISPR. The
technological advances over that time have been enormous — we went from Northern blots to
gPCR to microarrays to RNAseq in less than 15 years — and the GSA and Fly Board have always
played a key role in development and distribution of tools and resources. The Techniques and
Technology workshop at the Fly Meeting is standing-room only and usually spills out into the
hallway. The Fly Board plays a critical role in advocacy and outreach, including efforts to secure
federal support for Drosophila research. This task is now more important than ever. And especially
in this time, we must continue to support, mentor and promote the career development of our
more junior colleagues. The fly community stands out by bringing undergraduates to the Fly
Meeting with mechanisms like the Victoria Finnerty and GSA Undergraduate Travel awards, by



providing travel funds and formal networking opportunities for graduate students, and by
establishing cross-institutional mentoring for junior faculty through FlyCross. All of these activities
are core to the identity of the Drosophila community and, as Treasurer, my job would be to expand
them and ensure their success. Being nominated for consideration as Treasurer of the Fly Board
is one of the greatest professional honors | have received. Serving in this position would be a
privilege and a labor of love.



Tina L. Tootle, Professor and DEO/Chair
Department of Biology, University of lowa

| received her BS in Microbiology from the University of
Maryland, College Park (1998), where | earned High Honors
for my thesis studying plant-pathogen interactions in
Arabidopsis thaliana. | then served as a research assistant in
the laboratory of Soichi Tanda, where | fell in love with
Drosophila as a model system and never looked back.
During my graduate studies with llaria Rebay at the
Massachusetts Institute of Technology (1999-2004), | studied
Ras/MAPK signaling and the Retinal Determination Network.
As a postdoctoral fellow with Allan Spradling at the Carnegie
Institution for Science in Baltimore, | began my studies on
prostaglandin signaling (2004-2009). My lab at the University
of lowa is focused on understanding how prostaglandins
regulate the actin cytoskeleton and nuclear actin to control
Drosophila follicle or egg chamber morphogenesis and
collective cell migration.

| have always been active in service. | co-developed and served as the Director of the Cell and
Developmental Biology Graduate Program from 2017-2022. | am currently the DEO/Chair for
the Department of Biology at the University of lowa. | have served on the organizing committee
for the Midwest Drosophila Research Conference, numerous FlyBoard Committees including
the Election Committee, the Trainee Awards Committee, and the Drosophila Image Award
Committee, and the GSA Publications Committee. | was co-editor of the Springer Nature,
Methods in Molecular Biology: Drosophila oogenesis book (2023), and am an associate editor at
Genetics. | regularly serve on both NIH and NSF grant review panels.

I am running for Treasurer of the FlyBoard for several reasons. First, the fly community is my
scientific home and has been for 27 years. Second, having served as a representative on the
FlyBoard before, | know how important this Board is for the Drosophila community. | am
passionate about maintaining community, supporting its trainees, and advocating for the fly
community’s needs. Third, having faced the challenges as Department Chair of being fiscally
responsible while still developing initiatives to support trainees, research, and teaching, | am
prepared to work with the FlyBoard and the greater fly community to ensure our financial future
while still investing in both continuing and new, important initiatives.



Representative, New England region

Erica Larschan, Professor
Brown University

| first fell in love with fruit flies as a model
system as a high school student, where
AP Biology class was fondly called “AP
Fruit flies” by all of the students. My PhD
training at Harvard Medical School
focused on budding yeast and basic
transcriptional mechanisms, but | quickly
moved up the food chain from yeast back
to Drosophila for my postdoctoral work
with Mitzi Kuroda on Drosophila dosage
compensation. | conducted a genetic
screen and have continued to decipher
the function of the novel factors |
identified in my own group at Brown
University, where | was just promoted to
Full Professor. | have always been fascinated by the model's versatility and have studied diverse
areas, from zygotic genome activation to synaptic gene regulation, with transcriptional
mechanisms as a common anchor.

It was a great honor to be selected as a plenary speaker at the Drosophila meeting, the same
year President Obama selected me for the PECASE award. | have also served as a session chair
at the Drosophila meeting and have trained two postdoctoral fellows who have started their own
Drosophila labs. | have also served on the selection committee for the Larry Sandler Award and
am an editor at Genetics.. Additional scientific services | have provided include directing a
graduate program, serving as a T32 PI, and serving as a permanent member of an NIH study
section. | am very passionate about Drosophila as a model for both research and training.



Yukiko Yamashita, Professor
MIT/Whitehead Institute

I am a member of the Whitehead Institute for Biomedical
Research, and a professor of the Department of Biology,
Massachusetts Institute of Technology. | received a BS and
a PhD from Kyoto University, and conducted postdoctoral
research at Stanford University with Minx Fuller, where |
picked up Drosophila genetics and never looked back. |
started my independent career in the Life Sciences
Institute, University of Michigan, Ann Arbor in 2007, and
then moved to the Whitehead Institute/MIT in 2020.

My lab has studied the mechanism of asymmetric stem cell
division using Drosophila testis as a model system. These
studies also led us to the study of satellite DNA, which then
led us to our interest in the process of speciation. | am a
firm believer in curiosity-driven science, and this curiosity
comes from an individual's heart and mind. This is the
guiding principle for everything | do in science (from
deciding what research direction to take to how to support
trainees). In supporting discovery science and rigorous
training to conduct such science, | cannot imagine a better
research community than the Drosophila field. Its tools,
knowledge based on > century-old history, and most of all the supportive community enable us
to train young scientists in the best possible way.

| am a proud Drosophila geneticist: | am awed daily by what the Drosophila field could
contribute to our knowledge in biology in the most rigorous way. When | say | am a proud
Drosophila geneticist, it also reflects my admiration for intellectual giants in the history of
Drosophila genetics, whose science is still influencing our thinking today --- and most
importantly, many questions that were posed in the history of Drosophila research remain
mystery to this day: those questions are not Drosophila-specific niche questions (pun not
intended, although my lab studies stem cell niche), but have clear and important implications in
the biology of all organisms. If elected to serve on the Fly Board, | want to make the importance
of Drosophila research more visible, especially in the current climate, where fundamental basic
research appears to be increasingly underappreciated.

| have served as a session chair at fly meetings, and attended many. It was an honor to give a
keynote talk at the fly meeting in 2023. If chosen to serve on the Fly Board, | would advocate
for the Drosophila community in any way possible: | aspire to make the contributions and
importance of Drosophila research more visible. The Drosophila community has helped me so
much, and | would do my best to serve for the community, if given the opportunity.



Representative, Mountain region
Clement Chow, Associate Professor
University of Utah School of Medicine

v B Drosophila has so much untapped potential to transform
personalized medicine. | am running for Fly Board because
| want to help the community realize this potential. | moved
into Drosophila genetics from a mouse lab because | was
frustrated by the slow pace of mouse work. As a postdoc
with Andy Clark and Mariana Wolfner at Cornell, | used the
power of Drosophila genetics to explore the role of natural
variation on stress responses. Now, as an Associate
Professor in the Department of Human Genetics at the
University of Utah School of Medicine, my lab utilizes the
unique advantages of Drosophila to identify new therapies
for rare neurological diseases. When | started my lab in
2015, we used Drosophila to identify rare disease modifier
genes that we used to develop new drug targets. While this
work continues, in more recent efforts, we now partner with
families and foundations to screen for FDA approved drugs
using Drosophila models, with the hope that an identified
molecule can be quickly implemented in the clinic. To date,
we have screened for nearly 25 rare diseases and have
helped to move over a third into N=1 trials directly from
flies to patients. This type of work is only made possible by and really highlights the unique
advantages of the Drosophila model and the generosity of the community in developing and
sharing tools, strains, and reagents.

The fly community is only as strong as its members and mentorship has been key to building such
a strong community. | have benefitted so much from this community since | first started attending
in 2008. Mentorship and providing opportunities to all who want them is a major focus of my
career. | have mentored undergrad, grad students, and postdocs and have sent most of them to
the fly meeting. | host students in my lab during summer programs for students from
disadvantaged backgrounds. | serve as faculty advisor for our local SACNAS chapter and serve
as the department leader for issues of community, equity and belonging. At the national level, |
have served on numerous committees, including the selection committee for the GSA Delill
Nasser Award. If elected to the Fly Board, | will help to strengthen and develop new ways that we
can mentor future scientists and make the fly community even more inviting and inclusive. | will
advocate for more funding by highlighting the unique ways in which Drosophila can lead the
charge for improving human health, while still maintaining its strength in basic science. In the end,
| hope my tenure on the Fly Board will help to create an even more sustainable and vibrant
community.



Beverly Piggott, Assistant Professor
University of Montana

| am an Assistant Professor in the Department
of Biological and Biomedical Sciences in the
College of Science at the University of
Montana. My lab uses Drosophila to study the
bioelectricity of neural stem cell development.
The Piggott lab was established in 2020.

| was born and raised in rural Wisconsin
where my passion for science arose
experiencing the power of medicine to save
lives. My mother is a 4 times cancer survivor,
and she has been an inspiration for me
throughout my numerous years of education.
| attended the University of Wisconsin in Eau
Claire where | was first exposed to scientific
research investigating the potential for green methods to enzymatically degrade wastewater
pollutants. | next joined Shawn Xu’s lab at the University of Michigan where | worked with C.
elegans to study the underlying neural circuits driving locomotion. | gained a great appreciation
for the power of model organisms to understand fundamental aspects of biology. After obtaining
my PhD, | joined the labs of Yuh-Nung Jan and Lily Jan where | became a Damon Runyon
postdoctoral fellow at the University of California in San Francisco. Here | fell in love with flies
began to apply the techniques | had employed to study neural circuits to understanding the role
of ion channels in neural stem cell development. These cells are often called “non-excitable”, yet
they express many ion channels. This topic became the foundation for my research program at
the University of Montana.

The primary focus of ongoing research projects in the Piggott lab center on the role of pH and
Ca?* dynamics throughout neurogenesis. In what will be the first papers of our lab (hopefully
coming out shortly) we outline our novel findings that neural stem cells and differentiated progeny
display distinct pH and Ca?* dynamics that are essential to their cellular identities and functions.
Since beginning my lab, | have had the pleasure of mentoring 3 high school students, 14
undergraduates, 3 lab technicians and 2 PhD students. I've served on numerous thesis and
admissions committees. | was recently awarded a NSF CAREER Award that supports our pH
research and has provided funding for us to partner with the local Missoula Library where we have
established a science exhibit that showcases our research and conveys to K-12 students how
model organisms like flies can be used to understand human biology and disease.

Joining GSA and attending fly meetings has been one of the highlights of my life as a new
professor. | have had the opportunity to serve on the Larry Sandler Committee and will be a co-
chair for a session in the upcoming fly meeting. | have been incredibly grateful for the generosity
of the fly community to share reagents, ideas and for the inclusive support for one another at all
career stages. It would be an honor to give back to the community by promoting effective scientific
communication, advocating for basic science research and continuing to support the next
generation of scientists.



Representative, Australia/ Oceania Region
Christen Mirth, Associate Professor
Monash University

| completed my undergraduate degree in Zoology at the
University of Alberta in Canada (1997). During my
studies, | gained my first research experience working
with Prof John Spence (Ecology and Evolution of Insect
Populations) and Prof Richard Palmer (Evolution of
Asymmetry in Crustaceans). My interest in evolution
and developmental biology led me to conduct my PhD
studies with Prof Michael Akam at the University of
Cambridge in the UK (2002). In Prof Akam’s lab, |
became interested in how hormones regulate the
development of animal structures during
metamorphosis in insects. To study this, | chose to use
the (then) new techniques like GAL4/UAS available in
Drosophila melanogaster.

| conducted my postdoctoral work first at the University
of Washington (2003-2008) then at Janelia Research
Campus (2008-2010) in USA under the joint supervision
of Prof Lynn Riddiford and Prof Jim Truman. Here, |
investigated the hormones regulating animal growth
and final body size. In 2010, | accepted a Group Leader
position at the Institute Gulbenklan de Ciéncia in Portugal. My first lab focussed on how
nutrition regulates organ and body growth and how responses to nutrition evolve across
Drosophila species. Finally, in 2015 | was recruited to Monash University in Australia where am
currently an Associate Professor.

Work in my lab aims to understand how animals deal with changes in their environment across
a range of scales, from single cells to populations living in different environments. We explore
how environmental conditions experienced by juvenile animals alter hormone production and
organ development at the cellular level. Further, we are interested in how genetic differences
between individuals and across species alter developmental responses to environmental
conditions.

In addition to my research, | am also the Associate Dean for Equity, Diversity and Inclusion for
the Faculty of Science. In this role, | have worked to build a community where under-
represented voices are heard and systemic barriers to equity are dismantled. | am committed to
listening deeply to the positions of others and for advocating for fair representation.

| am passionate about my role as an undergraduate and graduate student educator. | coordinate
and teach a third-year unit on Developmental, Cellular, and Molecular Biology. This unit
emphasises experimental design and scientific literacy in genetics, highlighting the important
role of model organisms like Drosophila.

It would be an honour for me to represent Australia / Oceania on the Fly Board to promote
research in Drosophila and manage community resources.



Leonie Quinn, Professor

Australian National University

| am a Professor at Australia’s National University
(ANU) in the John Curtin School of Medical
Research, where | head the Division of Genome
Science and Cancer and lead a research program
using Drosophila to understand mechanisms of
cancer initiation and progression.

Since my postdoctoral Studies in Dr Helena
Richardson’s laboratory (Peter MacCallum
) Cancer Centre, 2000-2007), | have been

. X passionate about and have advocated the use of
. aoo‘f‘f 2 Drosophila models to elucidate the molecular
055009 mechanisms driving cancer initiation and
progression. Over the past 25 years, my research
has used a range of Drosophila models (e.g.,
wing, eye, brain, ovary, testis, salivary,
prothoracic, and lymph gland) to understand developmental control of proliferative growth, cell
death, and differentiation (Group Leader, University of Melbourne 2007-2016 and Australian
National University 2017-current). A core focus of my current, unpublished work involves
determining how glioma driver genes, including the single-stranded nucleic acid (ssDNA/RNA)
binding protein Psi, normally function to control neural stem cell-niche communication. In addition,
in my role as undergraduate course convener, | am ensuring our future generation of researchers
appreciates the utility of Drosophila for modelling disease.

As a member of the Australian Drosophila Advisory Board, | have strengthened our community
through annual “AusFly” conferences and, more broadly, advocated for Drosophila functional
genetic models for disease, lobbied for research funding, and developed critical research
infrastructure (e.g., OzFly and The Australian Transgenic Drosophila Facility). | have further
served as an executive member for the premier developmental biology society in the Asia Pacific
Region, the Australian and New Zealand Society for Cell and Developmental Biology (ANZSCDB,
2017-2019). | will capitalize on my leadership experience to ensure representation of the
Australia/Oceania Drosophila community on the Flyboard.



Representative, Primarily Undergraduate Institutions (PUls)
Jacob Kagey, Professor
University of Detroit Mercy

My career in Drosophila research is founded in my passion for
providing undergraduate students with authentic, valuable
research experiences that can ignite their enthusiasm for science,
while also uncovering new understandings of the genetic
regulation of development. This passion is why | am now running
to be the representative for Primarily Undergraduate Institutions
(PUI) to the Drosophila board.

| have been a member of the Drosophila research community
since | started my postdoctoral fellowship at Emory University in
2009. A primary motivator for selecting Drosophila as a model for
my research program was their adaptability for undergraduate
research projects; | knew then that | wanted to broaden
undergraduate students’ access to research, and | saw
Drosophila’s potential for helping new generations of scientists
discover the power and beauty of bench science.

| joined the faculty at the University of Detroit Mercy (a PUI) in 2011 as an assistant professor
and established my research program to explore the genetics of cell growth and cell division
during organismal development. | immediately felt welcomed into the PUI Drosophila community
as a new faculty member, and | have found this group to be an invaluable resource to help
navigate the unique challenges of conducting research at a PUI (funding challenges, isolation,
lack of resources, time). Today, as a professor and chair of the UDM Biology Department, |
strive to welcome and onboard our new faculty with the same warmth and support | received
from the PUI Drosophila community.

As a PUI faculty member, | am connected to the unique challenges that this group faces,
including the need to balance research productivity with a significant teaching load. One way |
have addressed this challenge is through the development of a Course-based Undergraduate
Research Experience (CURE) that fits into an undergraduate genetics laboratory course based
on authentic Drosophila research projects. After an initial pilot of this course, | have worked with
colleagues to expand and adapt the Fly-CURE at other institutions. To date, this program has
provided more than 3,000 undergraduates at over 30 academic institutions with hands-on
research experiences mapping and characterizing novel Drosophila mutants. Fly-CURE
students have mapped over 30 unique EMS mutants that were identified in a Flp/FRT screen,
leading to 18 peer-reviewed publications, the majority of which have undergraduates as the lead
author. As the Fly-CURE enters its second decade of growth and research, | am committed to
supporting PUI faculty in maintaining Drosophila research that is accessible to undergraduate
researchers.

| want to serve as the PUI representative to the Flyboard to provide a voice for undergraduate
Drosophila researchers and the PUI faculty who support their development as young scientists.
If elected, | would advocate for facets of Drosophila research that are uniquely beneficial to
undergraduate researchers and PUI faculty, including support for travel to meetings, avenues
for publication, development of research projects and programs that support both research and
teaching loads, and further connection among the community of PUI Drosophila researchers. |
want to help ensure that newly hired PUI faculty are able to quickly plug into this thriving



community to help their research endeavors, while also finding new ways to leverage
undergraduate research to advance the broader Drosophila scientific field.



Rebecca Spokony, Associate Professor
Baruch College, City University of New York

I am running for PUI representative of the Fly Board
because of my gratitude to the Drosophila
community for enabling in vivo genetics and
genomics research with undergraduate research
labs and classrooms. | have both contributed to,
and benefitted from, the shared Drosophila tools
and resources. As a postdoctoral fellow in Kevin
White’s lab at the University of Chicago (2007-
2013), | generated ~150 GFP-tagged transcription
factor stocks for the modENCODE project and
distributed them to the community until they were
integrated into the Bloomington Drosophila Stock
Center. | also helped coordinate Drosophila
community requests and generate the
modENCODE ChIP-seq data.

After starting my laboratory in 2013 at Baruch
College, CUNY, a Hispanic-serving PUI, | developed a Course-based Undergraduate Research
Experience in a Developmental Biology class using the flies and shared analysis pipeline, from
the Drosophila Genetic Reference Panel (DGRP) from the Mackay lab. | contributed to Sally
Elgin’s Genomics Education Partnership (GEP) curriculum materials and used them in my
classes. As the New York/New Jersey Regional Node Leader for the GEP from 2020-2022, |
worked to maintain Drosophila and PUI educator ties. | would be honored to serve as the Fly
Board’s PUI representative to continue to strengthen the fly community.

My first introduction to the power of Drosophila in education was in middle school. | used FlyNap
to perform Drosophila crosses at home as part of a 6" grade science fair project. | subsequently
completed a BS at Cornell University (1998) with a concentration in genetics and development.
While my undergraduate research project used Arabidopsis as a model, | was fortunate to learn
about Drosophila from Marianna Wolfner, Charles Aquadro, Alexey Kondrashov and Ross
Mclntyre. | started working on Drosophila as a PhD student at the University of Arizona with a
rotation in Margaret Kidwell’s lab. | joined Linda Restifo’s lab for my PhD combining my interests
in molecular evolution with development, studying Broad-Complex evolution and function during
metamorphosis (2007). My postdoctoral project gave me the opportunity to give back to the
Drosophila community. Since starting my laboratory at Baruch College, | have developed three
Drosophila CUREs and individually mentored 40 undergraduate research and 30 summer high
school research assistants. | have been attending the Drosophila research conference since
2003. | benefitted from the opportunity to present at the ecdysone workshop as an Early Career
Research and served as a workshop co-organizer in 2016 and 2017.

My motivation to serve as PUI representative is to bring concerns of PUIl based researchers and
educators to the Fly Board. | would work to ensure that the Drosophila PUI community is
supported and successful.



Representatives, Postdoctoral fellows
TJ Waller, Postdoctoral fellow
University of Michigan

| am a postdoc at the University of Michigan studying
development and degeneration of the Drosophila motor
system. | hope to serve as the postdoc representative to
advocate for trainee interests in the Drosophila
community and to agencies that support scientific
research. Recent and ongoing disruptions to science,
especially academic research, have made an already
competitive system with rigid career paths/benchmarks
even more difficult. A severe reduction in the next
generation of scientists would have lasting
consequences and is not something that can easily be
repaired. Clearly communicating the value of the
research done by our community and its impacts for
society is a route for encouraging support of basic
science, especially for future researchers. Many trainees
are also in the position of needing to change career
plans and could benefit from having their research
accomplishments in a form that is clear and compelling
across industries.

In addition to the standard responsibilities, as the postdoc representative | would pursue two

connected goals to support the visibility of trainee research in the Drosophila community:

1) Assist interested trainees in creating visual representations of their research, focused on
highlighting their potential for an independent career and designed to clearly convey the
real-world value of their work.

2) Create a central catalog of Drosophila basic science that highlights the societal impacts of
current research and the potential our trainees have for achieving public goals if supported.

I would accomplish these goals using my experiences in science communication as a grad
student and postdoc. With my university’s Museum of Natural History, | co-created a science
communication program for undergrads, co-designed a small museum exhibit based on my
research, and took part in multiple NSF-funded basic science outreach sessions focused on
Drosophila biology. | have also designed and run hands-on science activity stations on campus
and at a nearby school, coordinated a high school science bootcamp program, and served as
editor for a trainee-created science newsletter. My personal goal in this position would be to
convey the value of Drosophila research to societal leaders and funding agencies, with an
emphasis on trainee research.



Shree Chaitranjali Yadla, Research fellow
National Institutes of Health

| am a Research Fellow at the National Institutes of
Health (NIH) in Dr. Brian Glancy’s laboratory at the
National Heart, Lung, and Blood Institute (NHLBI),
where | study Drosophila muscle biology, with a focus
on fibre-specific mitochondrial network organization in
adult muscles.

My journey with Drosophila research began at the
Indian Institute of Science (11Sc), Bangalore, where |
trained as an integrated MS-PhD student in Prof.
Upendra Nongthomba'’s laboratory in the Department
of Molecular Reproduction, Development and
Genetics (MRDG). During my doctoral work, |
investigated isoform switching of muscle proteins
during pupal-to-adult muscle remodeling, which
deepened both my understanding of—and
appreciation for—the elegance with which simple
| systems reveal fundamental biological principles.

Beyond the science itself, | came to value the
resilience of the Drosophila research community that has sustained this model system for over a
century. As a fly researcher in India, | benefited immensely from the generosity of both local and
international Drosophila communities through the timely sharing of stocks, reagents, and scientific
guidance. This support extended beyond research, helping me navigate significant personal and
professional setbacks caused by pandemic-related disruptions and prolonged visa challenges
that derailed my career progression. The unwavering encouragement of the scientific community
during this period kept me motivated and ultimately enabled me to begin my research at NIH,
reinforcing my belief in the importance of strong, interconnected research communities.

Alongside my research, | have been deeply engaged in teaching and outreach. | regularly trained
students and interns in Drosophila genetics, handling, and dissection techniques. From 2016 to
2018, | volunteered in UGC-sponsored annual teacher-training refresher courses in Genetics and
Molecular Biology at 1ISc, where | trained university and college faculty in Drosophila-based
experimental and molecular biology approaches, supporting the establishment and continuation
of research programs at their home institutions.

Since joining NIH in late 2024, | have taken on active leadership roles within the NHLBI Fellows’
Advisory Committee (FAC), where | was elected Secretary in May 2025. In this role, | have
focused on community building and advocacy for early-career researchers by organizing scientific
and social events to improve engagement, including spearheading the Three-Minute Talk
competition. | have also led efforts to increase fellow participation in FAC by streamlining and
publicizing the recruitment process. In addition, | have served on the NHLBI Research Retreat
Planning Committee for both 2025 and the upcoming 2026 retreat, contributing to itinerary
planning, abstract review, poster judging, and the design of structured networking opportunities
between fellows and principal investigators.

My interest in funding advocacy began during graduate school through involvement in DBT-RA
fellowship selection committees at 11ISc, where | gained first-hand exposure to grant evaluation



processes and the challenges faced by applicants. At NIH, recognizing the lack of peer support
around internal fellowships, | established “Grant-Writing Corners” in my role as Chair of the Career
Seminar Committee to connect applicants with one another and with past awardees, and |
introduced informal “lunch-and-learn” sessions to encourage mentorship and open discussion.

These experiences have strengthened my ability to build networks, organize impactful initiatives,
connect researchers with the right people and resources, and advocate effectively for early-career
scientists. As a postdoctoral researcher actively engaged in both scientific research and
community leadership, | am well positioned to contribute meaningfully and pragmatically to
FlyBoard by bringing forward the perspectives of postdocs across diverse institutional and
international contexts. If elected, serving on FlyBoard would allow me to give back to the
community that has relentlessly supported me and to advocate at a broader scale for the
continued growth and sustainability of the Drosophila research ecosystem. In a year marked by
significant challenges to shared fly resources and community-driven initiatives, | am committed to
promoting collaboration, supporting early-career and international fly researchers, and working
toward sustainable funding solutions that strengthen support structures and ensure continued
access to shared fly resources.



Representative, Graduate students

Seth Lammert, PhD Candidate
Purdue University

| received my BS in biology and chemistry from the
University of Indianapolis in 2022. My career in Drosophila
research began in Spring of 2023 when | began my PhD in
the lab of Dr. Vikki Weake at the Purdue University
Department of Biochemistry. The week that | joined, | was
lucky enough to have the opportunity to attend the 2023
Drosophila Research Conference in Chicago, lllinois. It
was at this meeting that | began to understand the beauty
and capabilities of Drosophila as a model system as well
as the strength and warmth of the community that has
formed around it. Since the 2023 DRC, my love for
Drosophila research and the community has grown
exponentially. More recently, | attended the 2025 Midwest
Drosophila Conference. The closing session of this
conference opened my eyes to the challenges currently
facing Drosophila research. After all the Drosophila
community has done for me, | want to do my own part to
give back and support other trainees.

In the Weake lab, my research has focused on understanding mechanisms of aging in the
Drosophila eye, particularly the impact of one-carbon metabolism on the aging transcriptome
and epigenome. My work has greatly benefited from the breadth of resources the Drosophila
community has fostered, from databases and stock centers to conferences and discussions with
other researchers. During my time as a PhD student, | have found a passion for teaching and
mentoring in addition to my research. As a teaching assistant, | was given the opportunity to
write and present my own lectures. | mentored multiple undergraduate and graduate students
and have found fulfillment seeing others grow as scientists. For 2 years, | served as the
treasurer for my department’s Graduate Student Organization where | wrote funding grants and
helped organize and execute departmental events. These experiences have helped me develop
the skills and knowledge necessary for this role.

I am honored to be considered for this role on the FlyBoard. If elected, | will serve the
community and represent my fellow trainees to the best of my ability.



Melissa Mychalczuk, Graduate Student
Cornell University

I am currently a third year PhD candidate at Cornell
University, but have been apart of the Drosophila
community since 2021. Prior to graduate school, |
attended the University of Pittsburgh, where | worked in
Dr. Deepika Vasudevan's lab studying sexually dimorphic
activation of the Integrated Stress Response (ISR)
pathway in Drosophila. In addition to gaining a true
appreciation for Drosophila genetics in Dr. Vasudevan's
lab, | was also introduced to this incredibly supportive
community. In 2022, | was a recipient of the GSA’s
Presidential Membership and presented a talk my

first Drosophila Research Conference. At a time where |
wasn't quite sure what | wanted to pursue in graduate
school, meeting such diverse, encouraging, and
motivated scientists across the Drosophila community solidified that | wanted to continue
working with flies.

At Cornell, | joined Dr. Mariana Wolfner's lab, and currently study interactions between female-
derived metabolic enzymes and sperm. In Dr. Wolfner’s lab, | am also committed to teaching
both undergraduate and graduate students about this incredible model. This past spring, | was a
teaching assistant for Cornell's introductory genetics laboratory course, in which students use
CRISPR/Cas9 to edit various Drosophila genes and observe their phenotypes. | have mentored
two rotation students and currently mentor an undergraduate student, who will be attending the
Drosophila Research Conference this year as well! Since 2024, | have also served as a chair for
Expanding Your Horizons (EYH), a one-day conference aimed towards stimulating historically
underrepresented groups’ interest in STEM. This year, the Wolfner lab will be presenting the
first Drosophila workshop at EYH. Finally, this spring, | will be joining Dr. Wolfner to assist her
lab course in Drosophila reproduction during Fundamentals of Reproduction (FIR) at Woods
Hole.

Having now attended two Drosophila Research Conferences, | feel that one of the strengths of
our community is its commitment to supporting and including trainees of various career stages
in all kinds of scientific conversations. | would be honored to serve as a representative for
graduate students on the FlyBoard to pay forward the many acts of kindness that | have
received from our community. In this role, my goal would be to continue this commitment, in
addition to providing a graduate student perspective on how we can improve it. Having
benefitted from initiatives such as the GSA's Presidential Membership myself, | would also like
to ensure that similar opportunities continue to exist for future trainees, particularly in this
challenging and ever-changing climate.



Treasurer’s Report 2026 (Jessica Treisman)

Activity and balances for the Drosophila Reserve Fund, Larry Sandler Fund, Victoria Finnerty Fund and Hugo
Bellen/Catherine Tasnier Fund

Drosophila Reserve Fund

Reserve Fair Market
Funds Dividends & Withdrawals & Value

Date Description Invested Capital Gains Awards Fees Adjustments Balance

6/28/18|opening balance -
7/1/18]initial investment 161,427 161,427
7/1/18| custodial fee 2018-2019 2,421 159,006
12/31/18|dividends and capital gains 4,553 163,559
12/31/18| market value adjustment (12,192) 151,367
2/12/19|balance of reserves invested 3,048 154,415
6/28/19|dividends 1,831 156,247
6/28/19 | custodial fee 2019-2020 (2,344) 153,903
12/27/19|dividends 2,666 156,570
12/27/19| capital gains 117 156,686
12/31/19| market value adjustment 25,559 182,245
6/30/20|dividends 1,488 183,734
6/30/20 | custodial fee 2020-21 (2,767) 180,967
12/31/20|dividends and capital gains 7,133 188,100
12/31/20 [ market value adjustment 16,802 204,902
1/2021|Fly Board Awards (6,484) 198,418
6/30/21|dividends 1,526 199,944
6/30/21 | custodial fee 2021-22 (2,999) 196,945
12/31/21|dividends and capital gains 8,733 205,678
12/31/21 | market value adjustment 11,150 216,828
1/2022|Fly Board Awards (10,379) 206,449
6/30/22| custodial fee 2022-23 (2,923) 203,526
12/31/22|dividends and capital gains 3,319 206,845
12/31/22| market value adjustment (42,833) 164,013
1/1/23|return of unused award-Williams 1,460 165,473
4/30/23[Fly Board Awards (10,360) 155,113
6/30/23 | custodial fee 2023-24 (2,327) 152,786
12/31/23|dividends and capital gains 7,364 160,150
12/31/23[market value adjustment 18,035 178,185
1/1/24|awards to TAGC dros attendees (8,800) 169,385
4/24/24 [Fly Board Comm Svc Awards (800) 168,586
6/30/24 | custodial fee 2024-25 (2,661) 165,924
12/31/24|dividends and capital gains 12,733 178,658
12/31/24 [market value adjustment 7,405 186,063
6/26/25|Fly Board Outreach Awards (8,318) 177,745
6/30/25 | custodial fee 2025-26 (2,891) 174,853
9/9/25|Grant in support of FlyBase at Ind U (50,000) 124,853
12/31/25|dividends and capital gains 10,780 19,189 154,822
3/1/26|Fly Board Travel Awards (8,335) 146,487

The Drosophila Reserve Fund was originally used to guarantee expenses for the Annual Drosophila Conference,
but the GSA has now taken on the responsibility for this meeting.

This year, the Fly Board voted to donate $50,000 from the Reserve Fund to help keep FlyBase operational
during the lapse in its grant funding, which was terminated because it was administered through Harvard.




Larry Sandler Memorial Fund

Investment Travel Other Net

Gain/(Loss) Awards/Grants Expenses Expenses Surplus/(Deficit) | Fund Balance

1993 1,417 25,964
1994 (451) 25,513
1995 1,595 27,108
1996 1,142 28,250
1997 1,119 29,369
1998 1,385 30,754
1999 877 31,631
2000 257 31,888
2001 (234) 31,654
2002 (846) 30,808
2003 (2,431) 28,377
2004 432 28,809
2005 1,076 1,208 37 (169) 28,640
2006 1,963 469 15 1,479 30,119
2007 2,187 501 15 1,671 31,790
2008 (859) 441 20 (1,320) 30,470
2009 1,198 768 430 30,900
2010 947 1,482 (535) 30,365
2011 555 420 135 30,500
2012 23,821 826 22,995 53,495
2013 6,847 1,171 5,676 59,171
2014 4,865 580 4,285 63,456
2015 369 428 (59) 63,397
2016 5,716 709 5,007 68,404
2017 8,201 1,014 112 7,075 75,479
2018 (2,212) 753 107 (3,072) 72,407
2019 14,009 573 107 13,329 85,736
2020 8,206 113 8,094 93,829
2021 13,456 1,500 113 11,843 105,673
2022 (12,910) 1,500 1,080 113 (15,603) 90,070
2023 10,531 1,500 1,282 118 7,632 97,701
2024 11,662 1,200 674 113 9,675 107,376
2025 16,668 11,500 2,088 104 2,977 110,353

The Larry Sandler Memorial Award recognizes excellence in graduate research using Drosophila, from amongst
Ph.D. dissertations filed during the preceding year. The winner delivers the Larry Sandler Memorial Lecture at
the annual Drosophila Research Conference. The Sandler Fund covers the registration, flight and hotel for the
winner to attend the conference.

This year, the Fly Board voted to donate $10,000 from the Sandler Fund to help keep FlyBase operational
during the lapse in its grant funding, which was terminated because it was administered through Harvard.




Victoria Finnerty Memorial Fund

Transfers fm
Drosophila Investment

Contributions Meetings Awards Income Fund Balance

2011 3,726 - 3,726
2012 4,102 6,000 5,178 8,650
2013 - 6,000 7,150 7,500
2014 3,960 6,000 8,940 8,520
2015 1,324 6,000 4,705 11,139
2016 886 6,000 3,795 14,230
2017 1,500 6,000 3,844 17,886
2018 2,560 6,000 4,945 21,501
2019 2,121 6,000 4,800 24,822
2020 1,730 - 1,562 27,791
2021 500 6,000 941 4,099 37,063
2022 400 6,000 5,989 (3,674) 33,471
2023 150 6,000 5,999 3,145 37,804
2024 700 6,000 11,495 3,717 36,727
2025 - 6,000 5,998 4,756 41,484
41,484

Awards paid in 2024 for 2024 and 2025 meetings
Awards paid in 2025 for 2026 meeting: 15 awards; $5998
Investment Account established October 2020

The Victoria Finnerty Memorial Fund supports undergraduates to attend the Annual Drosophila Research
Conference. The original funds were received from donors including Dr. Finnerty’s son, and since 2012 GSA has
supported the fund with a $6,000 donation each year. Up to this amount is paid out annually in awards for
undergraduate travel.

Hugo Bellen and Catherine Tasnier Drosophila Lecture Endowment Fund

Admin
Investment Travel Fee/Other

Description Gain/(Loss) Awards/Grants Expenses Expenses Fund Balance

19-Sep-24 [initial investment 110,375
31-Dec-2412024 investment activity 4,765 - - - 115,140
Jan 2025[2025 admin fee 1,727 113,413
Mar 2025|2025 award/associated costs 5,000 948 114 107,352
31-Dec-25]2025 investment activity 19,556 126,908

The Hugo Bellen and Catherine Tasnier Drosophila Neurogenetics Lecture recognizes a postdoctoral fellow or
assistant professor for their outstanding achievements in the field of genetics as applied to neuroscience in
Drosophila, to improve our understanding of how neurons develop, function, connect, and respond to stimuli
to control behavior. Designed to recognize and support early career scientists and early career faculty
members of the Drosophila community, the award covers registration and travel costs for the Annual
Drosophila Research Conference where the recipient will present and includes a cash prize of $5,000.




Use of the Reserve and Sandler Funds for Awards

A new policy was adopted in 2020 stating that the Drosophila Reserve Fund will be used to support
efforts to increase trainee participation, equity and diversity in our community, with the goal of generating and
maintaining a vibrant Drosophila research community. The plan was to use approximately 5% of the total fund
balance each year based on a three-year average return rate, with the amount being approved at the Board
meeting. Suggestions for use of the funds included travel support to attend the GSA Drosophila Research
Conference (DRC), or programs for pre-high school, high school, and college students to gain knowledge of
Drosophila research. After discussion by the Board and consultation between Mariana Wolfner and Scott
Hawley, it was decided that up to $1500 per year from the Sandler fund could also be used for this purpose.

A Trainee Awards Committee to oversee these awards is chaired by the Drosophila Board Treasurer
and includes three Fly Board Regional Representatives that are appointed by the President, with one
representative serving two consecutive terms for continuity. Starting in 2021, we added a trainee
representative. In the first three years, we made outreach awards to national and international groups seeking
to get students from under-represented groups involved in Drosophila research. In 2024, we had a request
from the TAGC organizing committee for money to support attendance at the conference, and decided to use
the 2024 awards money for this purpose. In 2025, the committee voted to return to making outreach awards.
In order to advertise this opportunity at the fly meeting, the application deadline was set as April 30'™". The
committee that year (Grace Lee, Rodrigo
Fernandez-Gonzalez, Daniela Drummond-

Barbosa, and Shyama Nandakumar) selected FUNDING OPPORTUNITY FOR -9
four awardees in consultation with the Fly )
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Dr. Travis Carney for putting together a three-

hour workshop for approximately 120 high

school biology students in Washington County, Maine, which has a high child poverty rate. The workshop
includes a discussion of the reasons why scientists use fruit flies, followed by identifying mutant phenotypes
under the microscope, explanations of genetic crosses and genetic tools, a case study and image analysis.
Students will also be introduced to possible career paths in genetics and biomedical research.




Dr. Stephen Klusza for his plan to obtain fly stocks and supplies to demonstrate optogenetics, RNA interference
and gene editing experiments in Clayton State University’s summer camp for high school students. New
teaching stocks will be constructed as part of the proposal, and these will be used in future summer camps as
well as being deposited at the Bloomington stock center for wider use.

Dr. Firzan Nainu for an outreach event to introduce undergraduates in Indonesia to Drosophila research. A
two-day program for 100 undergraduates and 10 lecturers from 10 universities will include Zoom lectures from
international experts describing methods and applications of Drosophila research, and a practical session in
which students will learn fly maintenance, anatomy, genetics, behavioral and survival assays, and statistical
analysis.

Drs. Ana Bastos Neto and Acaimo Gonzalez Reyes for a workshop for underprivileged middle school and high
school students in the area around Seville, Spain. The workshop will be held at three schools, reaching 60-90
students, and will include an introductory talk explaining basic genetic concepts and the value of Drosophila as
a model organism, followed by hands-on sorting of flies and planning a genetic experiment. Spanish-language
protocols and presentations will be generated and made available as part of the project.

Tiara Mulder ($1000) for a series of four events for 80-90 high school students and undergraduates, primarily
directed at the Black and Indigenous communities near Dalhousie University in Nova Scotia. Students will view
GFP and RFP-expressing flies, learn basic dissections, and use optogenetic and thermogenetic tools to trigger
behaviors.

Aarushi Vardhan and colleagues ($1000) for an Explore the Sciences in-person program for 200 high school
students near Toronto. Students will participate in a Phenotype Scavenger Hunt (sorting a mixture of mutants)
and Design Your Own Fly (designing a cross to achieve a target phenotype). This group also runs the Fly
Connectome Research Competition, which allows students to explore neuronal connections through 3D
visualizations and computational tools.

2026 Awards

The committee decided to use this year’s award money to support trainee travel to the Annual
Drosophila Research Conference. Because the committee meeting was convened too close to the abstract
deadline to post our own call for applications, we consulted with the Delill Nasser awards committee run by
GSA. That committee agreed that after making their funding decisions, they would pass on the unfunded
applications from trainees seeking to attend the fly meeting to us. We received 40 such applications on Nov.
26", and made our decisions by Dec. 9", when the DelLill Nasser committee planned to inform its applicants of
their funding status, so that we could avoid having any applicants receive two rejections. Each application was
read by two committee members, and we discussed the 15 highest scoring applications at a Zoom meeting. In
our scoring, we considered the merit of the applicant, giving preference to trainees in later years in the lab,
need for funding as far as we could assess this, and potential benefit from the opportunity to attend the
meeting. We reached a consensus on making 8 awards of $1000 each (the total amount for trainee awards was
reduced from prior years because of the large donation to FlyBase), and we were also given permission by the
Fly Board President to make an additional award of $335 to a strong candidate who had only requested that
amount. We decided on a waiting list, but this was not needed, because all our awardees accepted the offer
and planned to use the money to attend the fly meeting. The awardees are:



Last Name First Name |Career stage Affiliation: Advisor/Mentor/Lab Head
Damschroder [Deena Postdoc (4-6years) |University of Michigan Laura Buttitta

Katariya Rajnandani |Student (4-6years) |Indiana State University Shaad M. Ahmad
Tarnopol Rebecca Postdoc (end) UC Berkeley Noah Whiteman
Edvalson Logan Student (4-6years) |[University of Rochester Amanda Larracuente
Fan Tiezheng Student (4-6years) |[University of California, Davis David Begun

Geisler Mark Student (4-6years) |[University of North Carolina - Chapel Hill |Dr.RobertJ. Duronio
Irfan Amina Student (3-4years) [Department of Genetics, University of CanmProf. Dr. Frank Jiggins
Thakur Rajan Postdoc (4-6years) |Brown University Dr. Kate O'Connor-Giles
Degen Eleanor Student (4-6years) |Northwestern University Shelby Blythe

Amount
$1,000
$1,000
$1,000
$1,000
$1,000
$1,000
$1,000
$1,000

$335



Finnerty Undergraduate Travel Award Report to the 2026 Fly Board

Submitted by: Ruth | Johnson, Finnerty Undergraduate Travel Award Committee Chair.

Selection committee: Ruth | Johnson (chair), Jennifer Bandura, Daniel Cavanaugh, Justin
DiAngelo, Judith Leatherman, Matthew Wawersik.

Administrative assistance provided by Anne Marie Mahoney (GSA).

We received 46 applications for the Victoria Finnerty Undergraduate Travel Award this year (an
increase from 39 the previous year). Following an initial round of evaluation, 15 applications
were moved to the second round of consideration, and the committee decided to recommend all
15 of these for funding. To maximize the number of students who received funding, money was
awarded on a sliding scale, according to their ranking, with the highest amount being $599 so
that the students wouldn’t have to pay taxes on their award. In total, we awarded $5998 for
Finnerty Undergraduate Travel Awards.

The awardees are:

Allison Simmons East Carolina University $ 599
Vladyslav ~ Dribnokhod Penn State Berks $ 599
Gabiriel Duenas University of California, Berkeley $ 500
Lily Fryer University of Vermont $ 500
Chrislynn Harris Sam Houston State University $ 500
Muna Abdullahi University of St. Thomas $ 500
May Wang University of British Columbia $ 400
Sienna Ficken University of Missouri Kansas City $ 400
Marina Curchitser Johns Hopkins University $ 400
Breanna Leach Wichita State University $ 300
Ashleigh Hoskins University of Evansville $ 300
Mariana Gonzalez University of Detroit Mercy $ 300
Kathryn Macy Lewis and Clark College $ 300
Tyler Handler University of Rochester $ 200
Heidi Beal University of Richmond $ 200

The Committee were delighted that three awardees sent (to the GSA) the following words of
thanks for their Awards:

- lam honored to be selected for this award and excited to be attending this year’s
meeting!

- Thank you so much! | appreciate the committee spending their time to read all of the
applications and for choosing to support our project. | am very excited about attending
the conference and this will really help us reduce the burden of costs. Again, thank you
so much!

- Thank you so much for this opportunity! | am excited to grow my understanding of
research and present at the Drosophila Research Conference



2026 Larry Sandler Award Report

Committee members
Name, Email address, Current job title, Affiliation

Mark Peifer (Chair), peifer@unc.edu
Professor, University of North Carolina, Chapel-Hill

Tania Reis
Associate Professor, University of Colorado Anschutz

Andrew Dacks
Associate Professor, Case Western University

Yanlan Mao
Professor, University College London

J.J. Emerson
Professor, UC Irvine

Process details

Early process.

In August I (Mark Peifer) agreed to serve as Chair of the Committee, having served as a committee
member the previous year. GSA maintains a database of PIs who have expressed an interest in vatrious
committees including the Sandler Award Committee. Using this, combined with advice from last year’s
committee and some community members, I invited 4 additional committee members, seeking to
encompass people who worked on diverse topics in Drosophila biology, different geographic areas, and
career stages. By early November, the committee above was assembled.

In early November, I sent an introductory email, summarizing the material we would receive on each
candidate, the rough number of nominations expected, and setting a date and time for our initial meeting
by Zoom. I also summarized our procedure from the previous year, designed by the 2025 Chair Li Zhao,
as that had worked quite well. We had an introductory meeting on December 18, right before the
deadline for nominations. At this meeting we discussed the previous year’s procedure and agreed to
follow this once again. For each nominee we would receive a CV, a copy of the thesis abstract, and the
nominator’s letter. Each committee member would review all of the nominees and select a top 10 list—
this list would be rank ordered 1 to 10. Andrew Dacks suggested, and the committee agreed, that a rubric
would be helpful. He created this rubric as a Google doc, in which each committee member
independently summarized, for each candidate we ranked in the top ten, our thoughts about Area of
research, Evidence of Independence, Evidence of Impact, and Originality of work. We agreed that we
would meet again on January 5 to compare lists and select finalists.

GSA promoted the award in emails to the Drosophila community. I also used their email list to send a
personal invitation to colleagues and promoted it using my social media account on Bluesky. We received 26
nominations. I did not individually email community Pls, using addresses provided by the GSA—Drz. Zhao
had done this last year, and it could be considered in future years, but the number of nominations between
the two years was roughly similar (30 vs 26)


mailto:peifer@unc.edu

Nowminee details.

The committee received 26 completed nomination packages (consisting of a CV, nomination letter, and
thesis abstract). 17/26 were from the US and 2/26 from the UK, with single nominations from Canada,
France, Germany, India and China. Overall, this indicates that we had good representation from multiple
geographic regions. 15 of the nominees identified as female, 9 as male, and 2 preferred not to answer.

We have two important suggestions about clarifying the nomination process. First, because the
current eligibility requirements extend over 1.5 years and student’s defenses occur throughout the
year, half of potential nominees can qualify in two different years while the others can only qualify in a
single year. For example, this year we had a nominee nominated for a second time. They received
full consideration, but we recommend the process be amended so a student can only be nominated
once, eliminating this major disparity.

Second, two of the nominators mis-understood the request for a thesis abstract. One sent the Thesis
Committee evaluation of the thesis, and another sent their own summary. Clarifying this to make
sure we receive the actual abstract included in the submitted thesis might help prevent this.

Meeting 1 (identify finalists).

Each committee member evaluated all 26 nominees according to the rubric and posted their critiques,
ranking the top 10 prior to the meeting. Each also provided their rubric comments for at least their top 5
candidates. An average ranking was also calculated for those who were ranked in the top 10 by at least one
committee member (16 of the 26 applicants). Subsequently, we focused on identifying the top 5 candidates
from this group, focusing our discussion on those who were ranked in the top 10 by at least two committee
members and in the top 5 by at least one member (9/26). This selection process proved challenging, as all of
these candidates were quite strong. One candidate was ranked in the top five by all committee members—
this person was immediately made a finalist. A lengthy discussion then ensued, with some discussion of each
candidate ranked in the top five by at least one committee member. Two others had top 10 rankings from all
committee members and top five rankings from 4 of the 5 members. These two were also moved forward.
Selecting the final two was our most challenging task. We returned to our rubric criteria for the remaining
three candidates, ultimately choosing the final 2 of the 5 finalists. The final list included Aranzazu Arias-
Roja, Krish Sanhvi, Matthew Capek, Rebecca Tarnopol, and Xuefeng Meng. We also set a time frame for
completing reading the five selected theses, agreeing to meet on February 2 to select a winner and potential
runner’s up.

In retrospect, it would have been good to amplify on our rubric at that point, as certain factors became
clearer as we read the theses. Now we had new data to consider, since we had more confidence that the
introductory and concluding Chapters of the thesis represented the students own work, something that is
more difficult to evaluate for published papers. This revealed an additional way to assess the student’s
contribution, as they put the work into a broader context, and interpreted and discussed future directions.
Most of the finalists did a remarkable job in this regard. Thus, we now framed our thoughts about
Independence, Impact and Originality by evaluating our two data sources: The thesis itself and the
published manuscripts. Each committee member used our Google doc to rank the five finalists 1 to 5, and
summarized comments in these two rubric categories.

This emphasized the exceptional quality of all of the finalists. Four of the five finalists were ranked number
1 by at least one committee member, and all of these exhibited exceptional Independence, Impact and
Originality. We next had the committee member who ranked a finalist number 1 briefly explain their
reasoning. We also looked at the average rankings for each of these four. Once again, we then had an open
discussion, with all committee members discussing strengths and relative weaknesses of each candidate.
Ultimately, each of those four finalists would have been a worthy Sandler Award winner, but we finally
unanimously agreed to select Rebecca Tarnopol as the winner, and agreed that three of the finalists, Krish
Sanhvi, Matthew Capek, and Xuefeng Meng, each deserved to be recognized as a runner-up.
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2026 Larry Sandler award winner and runners-up.

2026 Larry Sandler award winner:
Dr. Rebecca Tarnopol (nominator Dr. Noah Whiteman, UC-Berkeley)

2026 Larry Sandler runners-up (in no particular order):

Dr. Krish Sanghvi (nominator Dr. Irem Sepil, Oxford)

Dr. Matthew Capek (nominator Dr. Marco Gallio, Northwestern)
Dr. Xuefeng Meng (nominator Dr. Yukiko Yamashita, MIT)

Winning abstract.
Evolution of a novel innate immune effector through horizontal gene

Adaptation is generally thought to move forward through the gradual accumulation of beneficial mutations
through natural selection, but the ability of beneficial traits to arise through “large leaps” is more
controversial, particularly in eukaryotes. Horizontal gene transfer (HGT) describes the transfer of genetic
material between unrelated organisms and is one mechanism by which evolution may proceed through large
leaps. HGT is a major driver of adaptation in prokaryotes, but its role in animal evolution has only begun to
surface. How genes of microbial origin get functionalized in eukaryotic genomes following horizontal transfer
remains a major question. Two microbial toxin genes —cytolethal distending toxin B (cdtB)

and apoptosis inducing protein of 56kDa (aip56) — have been repeatedly transferred to insect

nuclear genomes and became functionalized in anti-parasitoid immune responses. In this dissertation, I use
the genetic and genomic resources available in Drosophila vinegar flies and closely related insects to probe
the evolution and function of these horizontally transferred genes across many levels of biological
organization.

In the first chapter, I present a historical overview for the role of HGT in evolution across the tree of life. I
further discuss HGT in the context of anti-parasitoid immune defense evolution, where its newfound
prevalence challenges previously accepted canonical models of anti-parasitoid defense in insects.

In the second chapter, I employed genetic techniques in the model vinegar fly D. melanogaster to
experimentally recapitulate horizontal gene transfer of three toxin genes of microbial origin encoded by D.
ananassae. I found that one of these genes, called fusionB, was sufficient to drive a robust anti-parasitoid
response in D. melanogaster when it was expressed in immune tissues. I demonstrated that FusionB protein
was secreted from the fat body into the host hemolymph, where it directly targeted and killed a large
proportion of developing wasp embryos. Constitutive expression of fusionBresulted in fly developmental
arrest and death, indicating gene regulation is important for avoiding autoimmunity in the host following
HGT. This study identified the first known toxic humoral factor involved in anti-parasitoid response

in Drosophila and highlighted how HGT can lead to the rapid evolution of new innate immune effectors.

In the third chapter, I characterized the distribution of other toxin-encoding genes that are implicated in
parasitoid defense in the genomes of flies in a family of gall-forming midges, the Cecidomyiidae. I found
evidence of HGT of several defense-associated genes from diverse microbial donor lineages. Using a novel
phylogenetic analysis, I showed that organisms that live in similar environments (i.e. endosymbionts and
insects) were more likely to exchange genes than organisms that live in dissimilar environments. These results
underscore the pervasiveness of HGT between insects and the microbes that associate with them, a recurring
theme in my dissertation.



In the fourth chapter, I leveraged the phenotypic differences between FusionA (non-toxic) and FusionB
(toxic) to dissect the molecular determinants of FusionB toxicity in vivo. I found that FusionB CdtB catalytic
activity was indispensable for its toxicity, and that requirements for receptor binding by AIP56 differed
between flies and wasps. This chapter highlights how changes in coding sequence in an immune effector
contribute to its function.

In the fifth chapter, I dissected the cis-regulatory architecture that drives the immune-specific gene expression
program we observed in D. ananassae. I identified a parasitoid-responsive enhancer that directs gene
expression in the D. melanogasterlarval fat body, phenocopying the native D. ananassae fusionBexpression
pattern. Despite conservation of expression patterning in species ~26 million years diverged, I found
evidence for rapid turnover of transposable elements that introduce new transcription factor binding sites in
the HGT locus, suggesting ongoing refinement of regulatory programs in individual lineages following the
HGT event. This chapter lays the foundation for future studies that dissect the basis of the regulatory
evolution that allows for domestication of prokaryotic genes into animal genomes, a major gap in

our knowledge of how prokaryote-to-eukaryote HGT occurs, as well as understanding the historically elusive
regulation of anti-animal immune responses.Overall, this dissertation used evolutionary and functional genetic
approaches to characterize a novel innate immune factor that arose via horizontal gene transfer and resulted
in the rapid evolution of a large effect, beneficial trait.

Winner notification.
The winner, runners-up, and the remaining finalists were notified via email (Appendix 8).

Full nomination list 2025 (finalists in bold; * indicates winner; # indicates runner-up).

\Nominator Name \Nominee Name

Sonal Nagarkar Jaiswal Aishwaraya Kakade
WMartine Simonelig IAli Haidar

Daryl Goh! Andrew Alegria

Lgor latsento |Aranzazu Arias-Rojas
\Maria 1 ibranovski Camila Correia Avelino
Cassandra Extavonr Emily Rivard

Clement Chow Holly Thorpe

Josh Dubnan Isabel Hubbard

/aria Rebay Jacob Decker

\Molly Stanley Jacqueline Guillemin
Julia Cordero Jade Phillips

Se-Yeon Chung Jeffrey Matthew

\Julia Zeitlinger [Kaelan Brennan

Lrem Sepil Krish Sanghvi #




\WMichael Buszezak

Marianne Mercer

\Marco Gallio Matthew Capek #
Rodrigo Fernandez-Gonzalez Negar Balaghi
\James Blankenship Rashmi Budhathoki

\Noah Whiteman

Rebecca Tarnpol *

Josep Comeron

Ryan Pellow

Vikki Weake

Sarah Gregor

\Kimberly Hughes Sarah Ruckman
Karla Kaun Tariq Brown
Kari Lenbart Tiffany Roach
Yukiko Yamashita Xuefeng Meng #
Yan Song Yuying Shen

Overall process guidance and important dates.

This was the overall process guidance we followed to select the recipient of the 2026 Larry Sandler Award.
See comments and suggestions section for notes on potential changes for next year.

1. Call for Nominations: GSA/Suzy Brown puts out a call for nominations in early Fall for a
December deadline.

2. Eligibility: Any student completing a Ph.D. in an area of Drosgphila research between July of

year X-1 and mid-November year X is eligible and may be nominated by his/her thesis advisor. A student
may only apply once.

3. Documents required: Nominations must include curriculum vitae, a thesis abstract of one or two
pages, and a letter of nomination from the thesis advisor rolled into a single pdf file and emailed to the Chair.
4. Selection of Chair of the Committee: The Chair of the previous year’s committee asks one
member of the committee to serve as the next Chair.

5. Selection of the Committee: The Chair selects members of the committee who have
demonstrated expertise in a particular area of Drosgphila research. It is recommended that the committee
have 4 or 5 members including the Chair, spanning career stages from assistant to full professor ranks and
multiple areas of expertise. While no particular rank (assistant, associate, full professor) is required, the
committee member should have experience in training graduate students.



6. Reviewing the applications: Soon after the December deadline, Suzy Brown created a Dropbox
with the files for each candidate.

7. Selection of 3-5 top candidates whose dissertations will be read by the committee. See procedure
details above.
8. Review of the dissertations: The Chair will contact the mentors of the top 3-5 (we chose 5 in

2026) candidates and obtained a pdf file of the dissertation. The dissertations were distributed amongst the
committee members for review.

9. Selecting a date for a Zoom Metting to decide the winner and runners-up

10. The Chair emails Suzy Brown and FlyBoard President the names of the Winner and Runners up.
11. Notification:

a. The Chair emails the Winner and her/his mentor(s) that s/he has won the Sandler
Award, including the details of when the lecture will take place.

b. The Chair emails the Runners-up and their mentors.

12. The Chair writes a report on the Sandler committee, the applicants, genders of applicants and
nominators, the finalists and sends this to the FlyBoard President.

13. If attending the Chair will present the Sandler Award on the first evening. If the Chair cannot

attend the meeting, they ask one of the committee members to present the award. If this is not possible,
the FlyBoard President presents the Award.

14. The Chair will present the report at the FlyBoard meeting, which usually occurs on the afternoon
of the first day of the Fly Meeting, typically from 3-6 pm with the Sandler report occurring at ~3:30 pm.
15. Suzy Brown has helped with making PPT slides for the presentation. It is suggested that the first

slide have the names of the Runners-up and the committee members. The second slide should contain a
photo of the winner with her/his name (provided by Suzy).



Appendix 1 — Emails to invite Sandler Award committee members

Dear Dr. XXX,

I hope you are well. My name is Li Zhao, and I am an associate professor at The Rockefeller University in
New York. I am this yeat's chair of the Larry Sandler Award selection committee, an annual award given
to the top Drosophila thesis of the year. I am writing to invite you to serve on the committee that selects
the person who will receive this award. Your scientific expertise and commitment to mentoring and
education would be a valuable addition to the committee.

I also like the idea of having people on the committee who are at different career stages and geographic
locations to provide a fresh perspective on award adjudication. However, I am aware this might not be the
best time for you, so if you’d rather serve at another time, let me know, and I will pass your name on to
next year’s chair.

The Larry Sandler award was established in 1988 by the colleagues, friends, and students of Dr. Larry
Sandler after his death in 1987. The award serves to recognize an outstanding recent PhD graduate. The
recipient of this prestigious award will present a plenary lecture at the upcoming in-person fly meeting to
be held in San Diego in March 2025. The deadline for the nomination is December 13, 2024,
https://genetics-gsa.smapplv.io/prog/larry sandler award dros25 /. The nomination material is fairly
quick to review (thesis abstract, nomination letter [1000 words|, nominee’s CV), and there are typically no
more than 20-30 nominees. However, based on my previous year’s experience, everyone needs to make an
effort to read and submit the scores on time, so in total, it may take a few afternoons/mornings.

In terms of process, the committee will score based on the thesis abstract, nominee’s CV, and
nomination letter. Each committee member will read and evaluate their top 3-5 theses using a scoring
system. We will then decide on the top nominee and runners-up.

Most of the process will take place over email, with two meetings to (1) narrow down the top theses to
read and (2) select the top nominee. Each meeting will take 2-3 hours. A suggested timeline is as follows:

(1) December 13, 2024 Nomination letter submission by nominator.

(2) January 8, 2025 Committee member written comments due

(3) January 13 week, 2025 : Committee members meet to choose top 3-5 nominees; requests for
theses sent

(4)  January 30, 2025 Committee members receive theses

(5) February 7,2025  Committee members meet to choose top nominee and runners-up

(6) February 10, 2025 Chair will send names of top nominee and runners-up to GSA

Please let me know if you are willing to serve on the committee. If you would like more information, please
do not hesitate to get in touch. Thank you.

Best wishes, Li


https://genetics-gsa.smapply.io/prog/larry_sandler_award_dros25_/

Appendix 2 — call for nominations from all fly PIs
Dear fly colleagues,

I hope this email finds you well. If you are an advisor, or a thesis committee member, or a departmental
chair of an outstanding recent PhD graduate, who graduates between July 2023 and December 2024, please
consider nominating your student for the Larry Sandler Award. The Sandler award is accepting
nominations until Friday December 13, 2024, 11:59 p.m. U.S. Eastern Time. The submission link is here
https://genetics-gsa.smapplv.io/prog/larry sandler award dros25 / The awardee will present at the 66th
Annual Drosophila Research Conference.

About the Larry Sandler Award

The Larry Sandler Memorial Lecture will be presented by the recipient of the Larry Sandler Award on the
opening day of #Dros25. The awardee will also receive a complimentary registration for the conference
and a lifetime membership in GSA. Colleagues, friends, and students of Dr. Larry Sandler established the
award in 1988 in honor of his many contributions to Drosgphila genetics and his exceptional dedication to
the training of Drosophila biologists.

Eligibility

Any student completing a PhD in an area of Drosophila research between July 2023 and December 2024 is
eligible. Students may be nominated by their thesis advisor, department chair, or supervisory committee
member.

Nomination

Nominations include:

. Nominee's CV

. Nominee's thesis abstract of 1-2 pages (must omit papet titles and journal names)

. A nomination letter directly answering the following questions:

. What are the main discoveries in the nominee's thesis?

. What are the intellectual and experimental contributions of the nominee to the
project?

. How does the thesis work advance what was previously known in the field and to

previous work from your lab?
For detailed information, please see https://genetics-gsa.smapplv.io/prog/larry sandler award dros25

Best, Li


https://genetics-gsa.smapply.io/prog/larry_sandler_award_dros25_/
https://genetics/

Appendix 3 — GSA website announcement

Larry Sandler Award

About the Larry Sandler Award

The Larry Sandler Award was established in 1988 by the colleagues, friends, and students of Dr. Larry
Sandler after his untimely death in 1987. The award serves to honor Dr. Sandler for his many
contributions to Drosophila genetics and his exceptional dedication to the training

of Drosophila biologists.

Eligibility

Any student completing a PhD in an area of Drosgphila research between July 2023 and December 2024 is
eligible. Students may be nominated by their thesis advisor, department chair, or supervisory committee
member.

Nomination Process

All nominations must include:

1. Thesis Abstract

The thesis abstract should be 1 to 2 pages and must omit journal names and institution names. Nominees
will be evaluated on abstract attributes including identifying an important scientific problem, their
approach to tackling the scientific problem, and the anticipated impact to the community.

2. Nominee’s CV

Nominees will be evaluated on CV attributes including completed research works (e.g., research
publications and preprints), other forms of scholarly contributions (e.g., editorials, commentary, reviews),
and contributions to the scientific community and/or outreach activities.

3. Nomination Letter

Nominees will be evaluated on nomination letter attributes including the nominee’s role in developing and
testing hypotheses, in doing or organizing the work, their contributions to the lab environment, and their
scientific growth. A nomination letter should directly answer the following questions:

. What are the main discoveries in the nominee’s thesis?
. What are the intellectual and experimental contributions of the nominee to the project?
. How does the thesis work advance what was previously known in the field and to previous

work from your lab?



Appendix 4 - Process details Evaluating

initial nomination packages

Nowmination package

1. Nominee’s CV

2. Thesis abstract

3. Nomination letter

After all nominations are received, the committee will begin the process of evaluating the application package
to select ~5 finalists.

(i) Each committee member will score the package based on the same evaluation criteria.

We focus on the questions we asked:

1)  what is the main discovery of the nominee?

2)  what is the intellectual and experimental contributions of the nominee?
3) how does this work advance their field?

Science is the most important consideration for the Larry Sandler Award, and we highly value diversity,
including diverse voices and research topics. In addition to evaluating the three criteria above, committee
members are encouraged to adopt a holistic approach based on their own experience and preference.

Committee members will also declare any conflicts of interest; where conflicts are identified the
committee member will not score the nomination package or participate in the committee discussions
regarding the individual with whom they are in conflict, unless the chair and committee members would
like to hear their input.

The committee will rank the top nomination packages and provide comments for at least top 5 candidates.
For any applications with a large score discordance, the committee will discuss the nominee carefully to
resolve the nature of the score discrepancy and to mitigate unconscious bias in the evaluation of
documents.

(Post-hoc discussion)
During our initial meeting, committee members discussed various evaluation criteria based on their
understanding of an outstanding research. Below are the points considered by one or a few, but not all,
committee members:

1. Involvement in the research community.

2. Efforts in mentorship and outreach.

3. The candidates' distinction compared to other previous and cutrent trainees in the PhD lab.
4. The extent to which graduate students are the intellectual drivers of any component of the
thesis.

5. Whether they have presented at national or international conferences.

6. The quality of the thesis abstract.

7. Whether the main publications are predominantly authored by the nominee or involve

significant community effort.
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8. The candidates’ background and gender, considering if these factors necessitate special
attention.

Full thesis evaluation
The committee will read and evaluate these top ~5 theses (in 2025, we read 6 theses because of the high
number of high-quality applications) using a scoring system that accounts for each committee members’

confidence and/or involvement in that field. We will then decide on the top nominee and runners-up.

Full theses will be read and adjndicated according to the following attributes:

. Important scientific problem (literature review, references)

. Approach to tackling the scientific problem (methods)

. Progress made in tackling the scientific problem (data)

. Anticipated impact to community (discussion, open science)

The committee will rank top applicants based on the consideration of their thesis scores, nomination letters,
and CV. The top nominee will receive the award, and the committee will also choose
runners-up. This information will be passed to GSA to advertise the Sandler awardee.
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Appendix 5 — Agenda for Meeting 1.
Larry Sander Committee (2023), Meeting 1

Date: January 16, 2025, 11:30 EST to 13:30 EST
Meeting link: ZOOM LINK

Agenda

Introductions (10 min).

Reflection on process so far (20 min).
Current rankings (15 min).

Identify top 10 (15 mins).

Identify top 6 (45 min).

Closing remarks and timelines (10 min).

Nk e
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Appendix 6 - Emails to finalists

Finalist email (to both student and supervisor)
Request for thesis and CV from XXX Dear

Dr. XXX,

I hope you are well. On behalf of the Larry Sandler Committee, I am very glad to inform you that XX has
been selected as a finalist for the Larry Sandler Award .

As part of the evaluation process, please send me the PDF version of your (XX's) thesis and your
(XX’s) updated CV at your earliest convenience, ideally on or before January 22nd, to allow for a full
review. Your thesis will be treated with confidentiality and will only be distributed among the members of
the Larry Sandler Committee. Once we receive your thesis and CV, the committee will read and convene to
determine the winner and runner-up of the award. We aim to notify the winner and runner-up in early

February.

I would also like to take a moment to congratulate you on your exceptional body of work as a graduate
student and graduate mentor. This year, we received a record number of nominations for the Larry Sandler
Award. Each candidate was nominated by their principal investigator or department chair, who attested to
the excellence of their work in the field of Drosophila research. Indeed, each candidate has made
significant contributions to their respective fields, and the future of Drosophila research is bright. The
committee believes that Peiwei stands out among this outstanding group of graduate researchers.
Congratulations once again for your outstanding work.

(The email addresses were obtained from Larry Sandler nomination packet. Please forward the email to
each other if one of you have an updated email address.)

Best wishes,
Li

(on behalf of the Larry Sandler Award Committee)
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Appendix 7 — Agenda for Meeting 2.
Larry Sander Committee (2025), Meeting 2

Date: February 6, 2025, 11:30 EST to 13:30 EST Link:
ZOOM LINK

Agenda

1. Welcome back (5 min).

2. Reflection on full thesis evaluation (5 min).

3. Cutrent scores (5 min).

4.  Roundtable impressions - each committee member has ~5 mins to shate their thoughts on the
current scores/ranks (25 mins).

5. Identify top 4 as candidates for runners-up and winner (30 mins).

5. Identify winner (10 mins).

7. Discuss what can be improved for the next Sandler Committee (10 min).

8. Closing remarks and timelines (10 min).
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Appendix 8 - Email to winner, runners-up, and other finalists

Email to winner. Cc’d Suzy Brown, PhD advisor, Sandler committee members
Larry Sandler Award update

Dear Peiwel,

On behalf of the 2025 Sandler Award Committee, I am thrilled to inform you that you have been selected as
the recipient of the 2025 Larry Sandler Memorial Award!

As you may know, this award is given to the individual who submits the "best" Ph.D. thesis

in Drosophila research from the previous year. In this round we had 30 strong nominations, making the
standard of competition very high. The committee (composed of Drs. Josie Clowney, Rodrigo Fernandez-
Gonzalez, Grace Yuh Chwen Lee, Mark Peifer, and myself, cc’d here) unanimously chose your body of
work on how the piRNA pathway defends lineage-specific and sex-biased selfish genes. We all think your
work will have a long-term impact on the fields of genome maintenance and Drosophila genetics. Your
advisor, Dr. Alexei Aravin, also provided a strong letter in support of your scientific growth, achievements,
and independence duting your PhD. Many congratulations on producing such an elegantly-executed and
beautifully-written thesis; you perfectly used the genetic toolkit available to Drosgphila researchers to answer
your scientific questions.

As the recipient of this award, you will have the honor of presenting your thesis work in

the Larry Sandler Memorial Lecture at Fly meeting 2025 in San Diego, CA. You will give your plenary
lecture in front of the Drosophila community at the meeting. In addition to sharing your work with
Drosophila, we hope that your talk will help to inspire other students just starting or in the midst of their
PhDs. Ms. Suzy Brown (cc'd here) of the GSA will be in touch to make your travel arrangements to the Fly
meeting as well as providing details for your talk.

Again, please accept our warmest congratulations. You join a long list of outstanding Drosgphila
scientists who have gone on to have successful careers.

Please don't hesitate to let me know if you have any questions as you prepare for your talk. Many of us look
forward to meeting you (again) at the Fly meeting!

Best wishes,

Li, on behalf of Josie, Rodrigo, Grace, and Mark

Email to runners-up. Cc’d Suzy Brown, PhD advisors, Sandler committee members
Larry Sandler Award npdate

Dear XX,
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I am writing to update you that you have been selected as one of the runners-up for this year's Larry Sandler
Memorial Award.

Although you are not the winner of this year's award, I want to congratulate you on the beautiful body
of work in your thesis. This year, we received 30 strong nominations; it goes without saying that the
competition was very intense. We truly enjoyed reading about your scientific growth and achievements
and have no doubt that you will continue to engage in cutting-edge research in the future. Your advisor,
Dr. XX, also provided an extremely strong and supportive letter.

At your earliest convenience, please send me a headshot that we can use to highlight your work during the

Larry Sandler Award presentation at the fly meeting — perhaps I’ll even see you there in person to
congratulate you such beautiful work!

On behalf of the 2025 Sandler Award committee, we congratulate you on being selected as a runner-up, and
wish you the very best of luck for continuing success.

Best wishes,

Li Zhao, on behalf of Josie Clowney, Rodrigo Fernandez-Gonzalez, Grace Yuh Chwen Lee, Mark Peifer

Email to finalists who are not winner or runners-up. Cc’d Suzy Brown, PhD advisors
Larry Sandler Award update

Dear XX,

I am writing to update you that you have not been selected as the winner or runners-up for this yeat's
Larry Sandler Memorial Award.

Although you are not the winner of this year's award, I want to congratulate you on the beautiful body of
work contained in your thesis and for being selected as a finalist for the award. This year, we received 30
nominations, and it goes without saying that the competition was very intense. We truly enjoyed reading
about your scientific growth and achievements and have no doubt that you will continue to engage in

cutting-edge research in the future. Dr. XXs letter was also extremely strong and supportive.

On behalf of the 2025 Sandler Award committee, we congratulate you again on being selected as a finalist and
wish you the very best of luck for continuing success.

Best wishes,

Li Zhao, on behalf of Josie Clowney, Rodrigo Fernandez-Gonzalez, Grace Yuh Chwen Lee, Mark Peifer
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Image Award Report (Julie Brill)

This year, José Pastor Pareja, Girish Melkani and Syed, Mubarak Husain rotated off the
committee, and three new members were added — Hua Bai (lowa State), Andreas
Jenny (Einstein) and Mikaela (Ela) Serpe (NIH), maintaining the total committee
membership at six (including Julie Brill, Nicolas Gompel and Jocelyn McDonald).
Nicolas and Jocelyn will likely rotate off this year, and two new members will be added.
Regular committee members generally serve 2-year terms (with some serving 3-year
terms), allowing for steady turnover.

For those interested in the history, David Bilder (UC Berkeley) started the Drosophila
Image Award (DIA) in 2002 and served as chair of the committee for 14 years. His
replacement, Nasser Rusan served as chair for 5 years. As the third chair of the
committee, | signed on for a 5-year term and am currently finishing my third year.
However, because | am now President-Elect of the Fly Board, | will be searching for my
replacement as chair of the DIA.

| believe it would make sense for a current or former member of the committee to be the
next chair, as they are familiar with the process. | will reach out to current and former
committee members | have worked with to find out who is interested in doing this and
hope to settle on my replacement in the next couple of months. | will be happy to coach
the new chair on what they need to do and to help out behind the scenes during the
transition, as Nasser Rusan generously did for me.

Results of the 2026 competition

For the current competition, | maintained less of a Twitter presence and fewer Facebook
postings, which may partly explain the reduced number of submissions, with the
numbers being more similar to 2024 than 2025.

This year (2026): 71 total submissions = 48 images and 23 videos.
Last year (2025): 95 total submissions = 67 images and 28 videos.
Previous year (2024): 76 eligible submissions = 48 images and 28 videos.

This is a 34% decrease from last year, which was a 25% increase from the year before.

Points for discussion

- Members of the DIA committee have typically been invited to join by the chair in
consultation with other committee members. | previously raised the question of
whether we needed a mechanism to ensure more diversity on the committee, for
example by encouraging newer faculty or other underrepresented groups to
volunteer. Michelle Arbeitman had arranged a Fly Community Volunteer Interest
Survey in 2022, and she sent me the list of all those who volunteered. Similarly,
Sally Horne-Badovinac sent me the list of all who volunteered in the 2024 survey.
The survey has been helpful: Jocelyn McDonald, Girish Melkani and Andreas
Jenny expressed interest in joining the committee in 2022 and Ela Serpe in 2024.



- As with last year’s competition, quite a few of the authors did not follow the Rules
or read the FAQ on the DIA website and sent incomplete submissions that lacked
important information, for example a title, or the name(s) of the person or people
who should be credited with taking the image or video. In response, | sent them
instructions to read the Rules and FAQ and resubmit.

- | had intended to have Drew Elias (who maintains the website) post
downloadable Powerpoint templates to encourage those submitting files to
include all the relevant information. In addition, | feel it would be helpful to have a
pdf of the Rules & FAQ information (i.e., instructions for submitting images and
videos). | have not yet sent him the templates. | will do this and also prepare a
downloadable instruction sheet to send to Drew early in April.

- This year, we once again had several people who submitted up to four similar
images or videos that either they or someone in their lab had taken. In most
cases, this appears to dilute interest in any one of the images or videos, and few
people who submit multiple images win an award. | will work with Drew to change
the instructions and limit the number of submitted images and videos to two per
person. This should increase their chances of winning and will also reduce the
work of the committee members.

The 2025 DIA winners (awarded in 2026)

Image award: Tua Karling (H. Weavers lab), University of Bristol

Tua Karling and Helen Weavers

Immune cells adapt to confined environments in vivo to optimise nuclear
plasticity for migration.

EMBO Reports 26, 1238-1268 (2025)
https://link.springer.com/article/10.1038/s44319-025-00381-0

Video award: Marcus Kilwein (E. Gavis lab), Princeton University

Marcus D. Kilwein, Pearson Miller, Kwan Yin Lee, Miriam Osterfield, Alex
Mogilner, Stanislav Y. Shvartsman, and Elizabeth R. Gavis

Formation of Drosophila germ cells requires spatial patterning of phospholipids.
Current Biology, Volume 35, Issue 7, 1612 - 1621.e3 (2025).
10.1016/j.cub.2025.01.071



https://link.springer.com/article/10.1038/s44319-025-00381-0
https://doi.org/10.1016/j.cub.2025.01.071

Drosophila Community Service Award Report for ADRC 2025

The committee:

Michelle Arbeitman (co-chair; 4 years)
Elizabeth Chen (3 years)

Lydia Grmai (1 year)

Amy Kiger (4 years)

Steven Marygold (3 years)

Cale Whitworth (co-chair; 2 years)

The award committee was assembled in the Fall of 2025 by Michelle Arbeitman and Cale Whitworth, in
consultation with Fly Board President Eric Lai. The number of years each committee member has served is
show above. The committee wrote an announcement and call for nominations that was sent out by GSA in an
email, posted by FlyBase, and posted on the ADRC website. The announcement was also posted on Bluesky by
FlyBase and by colleagues on the committee.

The committee has received a great set of nomination letters from our community over the last four years.
We wrote to additional colleagues to solicit nominations in certain categories this year, and all nominations
will be carried forward for evaluation next year. We reviewed all nominations and met by Zoom to decide the
recipients. This year, a group of colleagues was chosen who have made major contributions toward
development of online repositories and resources for dissemination and analysis of Drosophila data. The
committee consulted with faculty colleagues that oversee these efforts to ensure all individuals who made
significant contributions towards these projects are being honored.

The fourth annual Drosophila Community Service Award recognizes efforts towards:
Development of online repositories and resources for dissemination and analysis of Drosophila data

The awardees are:

FlyBase Database Developers — Gil dos Santos, lan Longden, Christopher J. Tabone, and Pinglei Zhou
FlyBase Web Developers — Victor Strelets, Jim Thurmond, and Seth Campbell

FlyBase System Administrators — Kris Broll and Mark Zytkovicz

FlyBase Administrative Staff — Carol Sutherland

FlyBase Program Director — Susan Russo Gelbart

REDfly — Marc Halfon

And all colleagues that supported these efforts and made them successful.

The recipients will be contacted and told that the award will be presented by Dr. Lydia Grmai at the start of
Plenary Session Il on Thursday, March 5. Each recipient will receive a certificate and pin using the logo above.

After ADRC 2026, Cale Whitworth will contact letter writers for colleagues that did not receive the award and
let them know that their nominations will be held and reconsidered by the committee next year. He will also
work with GSA to have the names of awardees added to the GSA-maintained webpage (https://genetics-
gsa.org/drosophila-2025/awardsfinancialsupport/#drosophila-community-service-award

and on the FlyBase Wiki (https://wiki.flybase.org/wiki/FlyBase:Drosophila_Community_Service_Award).

The committee is grateful to GSA and FlyBase for supporting websites that list the awardees! Thank you!



The policy for the award states that committee members serve for two-years minimally. Michelle Arbeitman
will rotate off the committee this year, and Cale Whitworth will become Chair. In the next year, Cale and the
committee will add at least two new members, in consultation with the FlyBoard executive committee. Cale
will also pick a Co-Chair this year from the committee members. Moving forward, the committee recommends
that there is a Chair and Co-Chair in place, with the Co-Chair poised to serve as the next Chair. The committee
recommends that, in the event of a need to maintain continuity, a Chair may serve beyond one year in
conjunction with a Co-Chair. The goal is to retain several committee members who have served for one to two
years to ensure the continuity of the process and maintain nominations over time. The committee is open to
feedback from the FlyBoard on these and other processes.

List of Awardees

2023: For gathering and organizing the information that drives Drosophila research
Dr James Thompson for Drosophila Information Services

Dr Thomas Brody for Interactive Fly

FlyBase Curatorial Team

2024: For cataloging, maintaining, and distributing Drosophila stocks for the worldwide research community
Bloomington Drosophila Stock Center at Indiana University

Senior Staff Members: Kevin Cook, Annette Parks, Cale Whitworth, and Sam Zheng; all staff members and
stock-keepers past and present for their contributions and substantial efforts.

2025: For development of technology and resources that enable a broad range of studies within the
Drosophila research community

Gene Disruption Project:

Baylor College of Medicine: Koen Venken, Oguz Kanca, Pei-Tseng Lee, Sonal Nagarkar Jaiswall, Wen-Wen Lin;
Carnegie Science: Bob Levis

Harvard Medical School: Jonathan Zirin, Yanhui Claire Hu

LBNL: Roger Hoskins

DRSC/TRiP-Functional Genomics Resources at Harvard Medical School:
Stephanie Mohr for the Drosophila RNAi Screening Center (DRSC)

Liz Perkins, Jonathan Zirin, Jianguan Ni for the Transgenic RNAi Project
Yanhui Claire Hu for online tools

All the colleagues that supported these efforts and made them successful.

Example email to colleagues announcing the award
Subject: 2026 Drosophila Community Service Award

Dear Marc,

We are happy to inform you that REDFly will be awarded the 2026 Drosophila Community Service Award along with
members of the FlyBase consortium for "development of online repositories and resources for dissemination and
analysis of Drosophila data”. Congratulations to you and your team on the well-deserved recognition! Currently, you are
the only named recipient of the award, but our goal is to recognize any additional members of your team who have
made significant contributions towards REDfly’s efforts. We would love to recognize everyone who participated in the
project, but the spirit of this award is to acknowledge by name only those who made larger-than-average impact. We
ask that you let us know if there are other team members who deserve recognition. Here is a link to the list of previous
awardees that may give you a sense of who we’re aiming to acknowledge, and we’re more than happy to answer any



questions you may have:
https://wiki.flybase.org/wiki/FlyBase:Drosophila_Community_Service_Award#:~:text=Conference%20each%20year .-
,List%200f%20Awardees,-2025:%20Gene%20Disruption.

We hope you or a member of the REDfly team will be at fly meeting in Chicago this year. If so, we’d like to invite
everyone in attendance to receive their awards on stage and a single representative from REDfly to give an optional
acceptance speech of up to one minute. We apologize for the short duration, but the entire award presentation has a
very small time slot.

Please accept our many congratulations to you and your team, and we look forward to hearing from you!

Sincerely,

Cale Whitworth, on behalf of the Community Service Award Committee:
Michelle Arbeitman

Amy Kiger

Elizabeth Chen

Lydia Grami



2026 FlyCROSS Mentor-Mentee Matching Committee Report

The FlyCROSS Mentor-Mentee matching program was initiated in 2024 to support and empower
early career scientists in the Drosophila community by matching each to an appropriate mentor
from a different institution. The founding Co-chairs are Fly Board members Shefali (graduate
student representative) and Laurel Raftery (Mountain representative).

The first cycle (2024-25) of FlyCROSS mentor matching began in fall 2024 and ended in spring
2025. In February 2025, 36 matches were completed, with an anticipated mentoring year from
March 15, 2025, to March 14, 2026. A survey for the 2024-25 cohorts of mentees and mentors is in
preparation as of Feb 15, 2026 to elicit their feedback on the program.

The second mentor matching cycle (2025-26) of FlyCROSS began in June 2025.

In 2025, the FlyCROSS Mentor-Mentee Matching committee remained the same. Co-chairs Shefali
and Laurel are extremely grateful for the dedication and informed contributions of the fellow
committee members:

e Alissa Richmond Armstrong, Assistant Professor, University of South Carolina
e Frank David Macabenta, Assistant Professor, Occidental College

e Jocelyn A. McDonald, Professor, Heartland Fly Board Representative, Kansas State
University

o Jonathan Andrews, Postdoctoral Researcher, Baylor College of Medicine

o Shyama Nandakumar, Postdoctoral Fly Board Representative, Postdoctoral Researcher,
University of Pittsburgh

The FlyCROSS documents and survey forms:

» Charter ({https://drive.google.com/file/d/10fKraFrCFI060hZICtE6dCwdPVp22GEY iview?usp=drive_link }

* Mentor su rvey { https://drive.google.com/file/d/1tMrU-JIJ46xOMWAWSVIRDgOA AuuDQSV/view?usp=sharing } ,
* Mentee survey ({ https://drive.google.com/file/d/17VPY-Eo8-cCREeLPXcLX6yfo2pQuPhRT/view?usp=sharing }

These were largely retained from the 2024 recruiting period. Minor changes to each were approved
by unanimous vote of the committee and executed by Shefali.

GSA staff provided "Come Fly with me" mentor and mentee lists which were also used to advertise
and solicit mentor participants and mentee applicants.

Summary and timeline of the 2025-2026 program cycle:

¢ FlyCROSS was highlighted in the March 4, 2025, Fly meeting opening session remarks by
2024 Fly Board President Sally Horne-Badovinac.

e FlyCROSS 2025 announcements were approved by Fly Board President, Eric Lai, and sent
by GSA to their fly email list



¢ Mentors who had volunteered in 2024, but were not matched to a mentee, were queried for
their availability in the 2025-2026 matching cycle. Of these, 27 mentors were delighted to
continue participating in the program.

e Atthe end of April 2025, the committee met remotely to adjust the surveys and plan the
2025 recruiting cycle.

e For committee purposes, the 2025-2026 cohort mentoring year is Dec 1, 2025 - Nov 30,
2026.

e Program announcements were made through GSA emails — we are grateful for this support.
Additionally, the program was advertised through social media, individual emails to
regional/continental FlyBoard representatives and personal emails.

e The 2025 Mentor application surveys were open from June 2 to July 14. Alongside GSA
advertisements, we also sent recruiting emails to those who had volunteered to be a
conference mentor through the GSA "Fly with Me" conference mentoring program.

e Altogether, 122 fly scientists volunteered to serve as mentors in the 2025-2026
matching cycle.

e A spreadsheet of mentor survey responses was linked to the mentee application survey.

e The 2025 Mentee application surveys were open from July 21 to Sept 1.

e There were 81 new mentee applications. Mentee survey information responses were
organized into a spreadsheet for committee use, sorted by groups of mentees who had
requested the same first-choice mentor.

¢ Committee met remotely to assign mentors to mentees on Sep 8, Sep 17, and Sep 22.
Most of the time was spent resolving conflicts for mentor preferences.

e Co-Chair Raftery assigned matches to committee members. Committee members reviewed
their assigned matches for conflicts of interest; trades were mediated by Raftery.

e Committee members emailed mentees to confirm matches starting Oct 7. Each
completed match involved between 3 to 8 emails, encompassing emails to the
mentee, their supervisor, and the prospective mentor(s). All matches were confirmed
by Dec 1, 2025.

Summary of mentor survey questions: The mentor survey collected detailed information about
career stage, type of institution, scientific expertise, mentorship areas, personal experiences,
mentoring experiences, availability of time, possible mentee accommodations, demographic
information etc. The Google survey form to recruit mentors is associated with our
dmelcross@gmail.com account.

Mentor response summary: A total of 122 mentors volunteered for our 2025-26 matching process.
Of these, 92 volunteered to be mentors via our survey; three were late submissions, and 27
individuals from the 2024 mentor pool volunteered to continue in the 2025 pool. All mentors were
willing to provide mentorship in areas of scientific challenges, career development, career
transitions, obtaining funding, publishing, etc. Outside of these, many mentors were open to provide
guidance on navigating different types of challenges from their personal experiences. Distributions
of mentor demographics and types of support available are summarized below.




Mentor Survey Response Summary:

A. Mentor Career stage distribution

B. Mentor geographical location
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Summary of mentee survey questions: The mentee survey collected detailed information about
career stage, type of institution, type of mentorship needed, areas of scientific development, next
career goals, personal/professional challenges, demographic information etc. The Google survey
form to recruit mentees is associated with our dmelcross@gmail.com account. This survey was
open for about 6 weeks. At the end of the mentee survey, the form contained a link to a
spreadsheet containing a list of available mentors and information from the mentor survey forms.
The mentees were instructed to look over the mentor responses and choose three preferred
mentors. Graduate student/postdoc mentees seeking research mentorship were asked to upload an
acknowledgement by their advisor, confirming that this arrangement was acceptable.



https://docs.google.com/forms/d/e/1FAIpQLSeD6zM0NKEOc-CditdoX36TnAhPrbu4IZQWQPbmvKEdUUNeAw/viewform?usp=header
https://docs.google.com/forms/d/e/1FAIpQLSeD6zM0NKEOc-CditdoX36TnAhPrbu4IZQWQPbmvKEdUUNeAw/viewform?usp=header

Summary of mentee responses: 81 new mentees applied to be matched to a mentor, of which
two were late responses. Most mentees sought mentorship in areas of scientific help, career
development, grants/proposal writing, going on the job market, going up for tenure etc. We would
want to highlight that many of these mentees (~ 72 %) intend to work in the US, but there is a
significant number of mentees who are open to relocating to Europe (~ 52 % ) and the UK (~ 43 %).

Summary of mentee responses are mentioned below.

Mentee Survey Response Summary:

A. Mentee Career stage distribution

B. Mentee geographical location
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Mentor-mentee matching process: A total 84 matches were made (81 new and 3 from

previous cycle were rematched).

Three mentees from the previous cycle continued in the current cycle due to distinct prolonged

matching difficulties.




Among the 2025-26 cohort, 37 mentees requested a unique first-choice mentor. These mentees
were matched to their first choice with no need for committee discussion.

Another 42 mentees requested a "contested" first choice mentor. One mentor was first choice for 6
mentees, one for 5 mentees, one for 4 mentees, 3 for 3 mentees, 9 for two mentees. These
conflicts were resolved according to the following rubric.

Rubric items for contested mentors:

o Career stage of mentee with respect to the requested mentor.

o Areas of mentoring requested by mentee, e.g. scientific interests, career goals, or navigating
science as a member of an under-represented group.

o Preferences about mentor demographics — location, gender, etc., were considered if
compatible with mentor availability.

e Availability of the second and third mentor choices, were prioritized for assigning the mentor.

o Type of institution (state/public): if a mentee specifically requests a mentor based on their
type of institution, this category will be a deciding factor.

o If further weighing between mentees is needed, additional considerations include: if they are
the only fly lab in their institution/city, if they belong to a diverse population, if they are from
developing or lower/middle income countries, etc.

e Availability of their second/third preferred mentors. If one of the contesting mentees has a
unique second-choice mentor, that mentee is awarded their second choice.

o If a mentor is contested between mentees where one has submitted their FlyCROSS
mentee application late, the first-choice mentor is automatically awarded to the mentee who
submitted the application before the deadline.

In 9 cases, a mentee was not matched to any of their three requested mentors. The committee
proposed two or three potential mentors to the mentee, and the mentee ranked the proposed
mentors according to preference. This method gave the mentee a second set of choices, but it
resulted in double the number of emails from the FlyCROSS committee member and took longer to
match.

Other match issues arose in 7 cases. These included preferring mentors who were not on the list,
selecting no preferred mentors, as well as conflicts of interest, availability changes, or non-
responsiveness. When necessary, the committee selected an appropriate mentor, contingent on
acceptance by the mentee and their advisor.

Slack: A slack channel was created for all FlyCROSS participants to have a community which is
mostly used by folks to spread word about upcoming opportunities like conferences/workshops etc.

Matching Emails:
Committee members reviewed and revised 2024 email templates to send to the mentor and mentee
individually, asking each to privately confirm that the proposed match is acceptable; the match




connection email template was also revised. Each FlyCROSS committee member serves as the
point of contact for 11 to 12 2025-26 cohort matches. Committee members who are tenured faculty
were assigned matches involving pre-tenure or non-tenure track faculty mentees. Each committee
member was assigned 1 or 2 "complex" matches (those who did not obtain their first choice and
were given 3 mentors to prioritize, or who provided no preferred mentor).

Mentees who are a technician (or similar), graduate student, or a postdoc:

The FlyCROSS contact checked that an advisor agreement had been submitted. If not, the mentee
applicant was asked to have their advisor complete the agreement form. There were a couple of
cases where the mentee reported that a verbal agreement with their advisor made this form
unnecessary; we decided to insist on obtaining written confirmation from the advisor. In one case
the advisor was concerned about the wording of the form (the form stated that the advisor agreed to
mentee sharing data or protocols with their assigned mentor). This was resolved by editing the
agreement to "sharing published data or protocols. The initial "confirmation of selected mentor"
email was cc'd to their advisor.

All mentees were sent a "confirmation of selected mentor" email. If the selected mentor was
rejected due to a conflict, the committee conferred by email to select an alternate, with a new
confirmation email sent as before

Once the mentee agreed, a confirmation email was sent to the chosen mentor. If the mentor
declared a conflict, or stated they were no longer available, the mentee was informed. The
FlyCROSS committee selected a new mentor by email discussion, and repeated the confirmation
email to the mentee, as above.

Following agreement by both parties, the committee member sent an email of introduction to both
the mentor and mentee.

Over the mentoring period, the committee contact may be informed of an issue arising between the
matched mentor and mentee. That individual committee member may advise a solution, and/or
consult with other members of the committee prior to advising. At least one case occurred where
the mentee requested assistance to resolve scheduling difficulties with the mentor; FlyCROSS
contacts provided suggestions such as using "when2meet." In one case, the mentor was a post-doc
concerned over research overlap between their own lab and the grad student mentee's lab. The
match proceeded after prospective mentor consulted with their own advisor and then reported the
potential conflict to mentee and their advisor. All involved agreed to proceed.

Final Matches: A total of 84 mentors will be mentoring our 2025 FlyCROSS mentees, with 38
mentors who were not selected but are available should the mentee or mentee's advisor report a
conflict. The unselected mentors will be asked if they would like to participate in the next round of
matches, in addition to any new replacement mentor recruitment. We are sincerely grateful to all
those who volunteered to be mentors. \




Year end surveys for the 2024-25 cohort mentors and mentees are in draft form, and will be
reviewed by the committee this spring, prior to release.

Comparison of the first two cycles of FlyCROSS:

The number of mentee applicants more than doubled from 2024 to 2025, which we believe confirms
the value of providing a service to identify mentors from outside institutions. However, the influx of
applicants more than doubled the workload. First, the number of mentees requesting the same first
choice mentor increased from 12 out of 37, to 42 out of 81. The increased percentage represents a
significant increase in committee efforts. In addition, 10% of mentees were not assigned any of their
three initially selected mentors, due to conflicts, whereas last year 100% mentees were matched to
one of their preferred mentors. We hope to resolve these issues by asking prospective mentees to
select a larger number of preferred mentors, perhaps 5. In spring 2026 committee meetings, we will
discuss whether to increase the number of committee members.

Other notable changes in demographics:

¢ One mentee from Africa applied in the 2024-25 cycle. The 2025-26 cohort had participation
from 17 African mentees.

e The number of first-gen mentees doubled in the 2025-26 cohort.

e The number of mentees who work at a university where there are very limited number of fly
labs increased from 16 to 42.

¢ Challenges such as mental health (~60 %), equity/diversity, burn out and balancing teaching
with research continue to be listed for both cohorts.

e This year we also an increase in number of mentees who are returning after a career break
or have non-conventional trajectories.

Future Plans:

e The FlyCROSS Co-Chairs will step down in late spring 2026. Successor Co-Chairs will be
recruited from the committee. The plan for succession will be formalized by the committee in
2026 and 2027.

e All committee members will continue to serve for the 2026-27 cycle. We anticipate recruiting
new committee members from our cohorts of FlyCROSS mentors and mentees. Any others
who would like to serve on this committee should contact us at dmelcross@gmail.com

e Due to large number of mentor conflicts and delay in mentor responses, the committee is
considering measures such as — first come/first served and only two reminder emails to
each mentor or mentee. Moreover, capping the number of matches is under discussion for
future cycles. Other suggestions include encouraging more community engagement
between FlyCROSS participants. The committee will discuss possibilities for in-person mixer
for FlyCROSS participants at Dros 26 / Dros 27 or a virtual zoom hangout session and
creating an active social media handle for the program.

Outstanding Question to Fly Board:

o How do other committees transfer ownership of their Gmail accounts to successive future
chairs? Note that we continue to get occasional queries to this account throughout the year.
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GSA Report to FlyBoard

Suzy Brown, CMP
Senior Director, GSA

GSAappreciates the opportunity to provide a brief snapshot of goings-on, and we look
forward to discussing ways to continue to support FlyBoard and the community. And GSA
*is* the community! In fact, fly researchers represent a substantial portion of GSA%

membership, Board of Directors, Committees, journal authors, readers, and editors.

GSA and FlyBoard have maintained a close relationship collaborating on a variety of projects.
In addition to the annualconference, some ofthese projects GSA carries out include:
e Managing the Drosophila reserves to ensure sustainable returns
e Providing professional development programs at the conference, such as the
Mentor-Mentee lunch, Networking Hotspots, Careers workshops, and others
e At the FlyBoard’s request, establishing and administering the Victoria Finnerty Fund
e C(reating and maintaining the Image Award website and creating the framed Award
Image
e Managing the Larry Sandler Award Fund, making speaker arrangements (travel,
registration, award presentation, lifetime GSAmembership), producing the award
plaque, and other tasks as needed
e FEmailing the FlyNews and other special FlyBoard announcements to the community
e Managing and publishing FlyBook
e Managing the Victoria Finnerty fund and award process
e FlyBoard elections
e FlyBoard surveys (volunteer survey, demographics survey)
e Promoting the community service award
e Managing the Hugo Bellen and Catherine Tasnier Drosophila Neurogenetics Lecture

award and fund.

Code of Conduct for GSA Conferences

All participants are required to agree to abide by the GSA Code of Conduct. Additionally,

participants willbe reminded at the beginning of each session that adherence to the Code
of Conduct is expected. GSAhas a reporting system that can be utilized anonymously if

necessary. Thus far,no reports of misconduct have been reported at Drosophila events.


https://genetics-gsa.org/drosophila-2026/conference-policies-2/#code-of-conduct

67th Annual Drosophila Research Conference
(2026)

Organizers:

Daria Siekhaus, Co-chair
Pelin Volkan, Co-chair
Cassandra Extavour

Rodrigo Fernandez-Gonzalez
Jacob Kagey

Akhila Rajan

Dros Conference Abstract Submissions/Registration 2018-2026

2026 2025 2023 2022 2021 2019 | 2018
(hybrid) (hybrid) (virtual)

Abstracts 864 917 1,023 1,018 786 837 883
Registrants 1,169 1,321 1,620 1,611 (1,850) | 1,166 | 1,238
(as of 195 591
2/3/2026) (195 691

Conference App - The conference app is an attendee’s main resource. There willbe no printed

book (although one is available online for those who wish to print it). Once you download the
App there is no need to connect to the internet except to download updates. Youllbe able to
send direct messages to other attendees, leave questions for speakers, view abstracts, make a

personalschedule, and so much more.

Student Rooms

We were able to negotiate a special concession this year to get further reduced pricing for a
limited block of rooms. The discounted rate at the Sheraton is $209. The student block for 50
rooms is $149. Undergraduate or graduate students who submitted an abstract and registered
were able to apply for the rooms. We were able to accommodate every request. Of the 50

rooms, 41 were picked up.



Oral Presentations - All abstract driven oral presentations will be recorded and available in the

App through April 30,2026 to all registrants. In addition, recordings will be available on-demand
to those who were not able to attend through April 30, 2026.

Posters - In addition to scheduled poster sessions, all poster authors willbe able to upload a pdf
oftheir poster and an oral overview. All posters will be available for viewing when the poster and

exhibit hallis open.

Inclusion Ambassadors

Inclusion Ambassadors are attendees who have volunteered to participate in this effort to model

inclusion and provide information to others at the conference; they will attend a short training
prior to the conference. Inclusion Ambassadors will direct others to conference events focused
on equity and inclusion and tellthem how GSAis working toward an equitable future. In the
event someone needs to report a Code of Conduct violation, they will facilitate contacting GSA
staff. Inclusion Ambassadors will be identified by the rainbow ribbon on their conference

badges.

Exhibitors and Sponsors

Please stop by and say hello to the exhibitors, many of whom come to the Drosophila meeting
every year. We appreciate their support and their participation helps keep registration prices

down. They really value meeting leaders in the Fly Community.
Awards

The Larry Sandler Award willbe presented to Rebecca Tarnopolduring the opening session on

Wednesday night. The Larry Sandler Award lecture will follow the award presentation.

The Hugo Bellen and Catherine Tasnier Drosophila Neurogenetics Lecture recognizes a postdoctoral

fellow or assistant professor for their outstanding achievements in the field of genetics as
applied to neuroscience in Drosophila, to improve our understanding ofhow neurons develop,

function, connect, and respond to stimulito control behavior. This year’s recipient is Neset Ozel
who will be speaking at the closing session on Sunday, March 8.

Future Meetings

#Dros27
68th Annual Drosophila Research Conference
February 17-21,2027



https://genetics-gsa.org/drosophila-2025/awardsfinancialsupport/#neurogenetics-lecture
https://genetics-gsa.org/drosophila-2025/awardsfinancialsupport/#neurogenetics-lecture

Marriott Philadelphia Downtown
Philadelphia, PA

Keynote Speaker: Norbert Perrimon
Organizers:

Wu-Min Deng, Chair
SeYeon Chung

Vicki Losick

Will Lundigan

Norma Velazquez-Ulloa

#Dros28

69th Annual Drosophila Research Conference
March 8-12,2028

Town and Country Resort

San Diego, CA

#Dros29
No location has been confirmed for 2029 but, in addition to US locations, Glasgow Scotland
and Toronto, or another location in Canada, are being considered.

GSA Equity and Inclusion Committee

Drosophilists have always been strongly represented on GSA’s Equity and Inclusion
Committee, and we re pleased to continue working together in the effort to advance equity

i the sciences.

The Vision for Inclusive Conferences (Vision)was first launched in 2022 and seeks to create

a positive vision for GSA conferences in which equity, accessibility, and inclusion are
foregrounded at each step of planning—just as budget and scientific content are. The
Committee is currently working on creating a handbook for conference organizers using
the existing Vision as a base to seamlessly promote accessible conference design and
inclusive practices at all GSA Conferences which will provide updated guidance for
organizers to create a DEl-related Academic Research Session. The Committee has also
created an initial draft of a checklist for conference organizers ofitems to complete for
session organization, and a slide deck that Committee members can present to conference

organizers.


https://genetics-gsa.org/vision-for-inclusive-conferences/
https://genetics-gsa.org/vision-for-inclusive-conferences/

The Vision document is available for review on GSAs website. We welcome feedback and

input from organizers so that we can continue adding to and enhancing the Vision.

The Inclusion Ambassadors program was first launched at TAGC 2024. Participants in this

program are expected to:

e Modelwelcoming and inclusive behavior

e Encourage attendees to attend DEl programming

e Provide information on GSA’s DEI efforts

e Provide information on the Code of Conduct

e Expand points of contact for attendees who have questions about the Code of

Conduct, violations, and reporting

Approximately 25 Inclusion Ambassadors were present at Dros 2025. The program
continues this year, with some alterations based on feedback. Morning and afternoon
virtual training sessions will be held before each conference in order to best reach as many
participants as possible. We will also look into ways to expand the program, including

planning a longer meet and greet so participants can socialize during the conference.

FlyBook in GENETICS

Launched in 2015 and completed in 2025, FlyBook is published and supported by
GENETICS. This comprehensive compendium ofreview articles presenting the current state

ofknowledge in Drosophila research comprises an encyclopedia of 54 articles.

Communications

Drosophila Image Awards: GSAprovides design and IT work as wellas administrative
support for the Drosophila Imnage Awards and hosts the website. In preparation for the 67th
Annual Drosophila Research Conference, the website was updated to show the previous

year’s winners and new award committee members.

Fly Board Elections: GSAprovides copyediting for candidate statements to ensure
adherence to GSAstyle and grammatical accuracy, setup of an election portal via
Salesforce, and setup ofa webpage showcasing voting instructions and candidate

statements. The Communications team also creates an emailannouncement once


https://academic.oup.com/genetics/pages/flybook

elections are live and sends via GSAs email service provider to our Drosophila community
list of approximately 10,500 contacts. Following this email, GSAsends two to three

reminders, gathers election results, and provides a briefreport to the Fly Board.

Community Notices: GSAsends occasional email blasts on behalf of the Fly Board to our
Drosophila distribution list, including recent communications on the FlyBoard election,
volunteer surveys, mentorship program, and community service award. GSA
Communications also puts together FlyNews twice per year to share the most recent news,

programs, and resources, with the fly community.

Finance

In the early 1980s when the FlyBoard approached GSAto manage the conference, there
was a smallmeeting reserve that GSAagreed to hold. In 2017 GSA assumed full
responsibility for all financial aspects ofthe meeting, including registration pricing, and in
2018 FlyBoard was given the fullamount of the reserves, which at that time was $164,000.
The FlyBoard reserves are maintained in a GSAaccount, and GSA invests the principal and
disburses sums at the direction ofthe FlyBoard. Further details for that account can be

found below and in the Treasurer’ report.

In September 2024 Hugo Bellen and Catherine Tasnier contributed funds to support an
Endowed lecture at the annual Drosophila Conference. The Hugo Bellen and Catherine
Tasnier Drosophila Neurogenetics Lecture recognizes a postdoctoral fellow or assistant
professor for their outstanding achievements in the field of genetics as applied to
neuroscience in Drosophila, to improve our understanding of how neurons develop,
function, connect, and respond to stimulito controlbehavior. This fund is managed by
GSA.

The GSAFinance Committee of the Board of Directors determines abstract and
registration fees for the meeting. Staffresearches and makes recommendations for
meeting locations to try to maximize attendance at all career stages and keep costs to a
minimum. GSArelies on assistance from the meeting organizers to build a strong exhibit

and sponsorship program to offset meeting expenses.

Drosophila Investments



GSAhas been retained by the FlyBoard since 2018 to maintain and manage the Drosophila
Reserves, which includes investment of the principalin a segregated account at Vanguard
and disbursement and tracking of FlyBoard grants in the form of outreach, travel, and
other awards benefiting the Fly Community. Additionally, in September 2025 the FlyBoard
voted to provide a grant to FlyBase in the amount of $60K ($50K from the Drosophila
Reserves and $10K from the Sandler Fund)to help support operations at Indiana
University. As of December 31,2025 the balance in the Drosophila Reserve was $154K.
Awards to recipients in the Fly Community totaling $93Khave been made since 2021 from

the Reserve account.

Victoria Finnerty Fund

GSAmaintains the Victoria Finnerty Fund as a restricted account for the Fly Community,
from which $5K-$6Kin grants are awarded for undergraduate travelto the Drosophila
conference, annually. Adonation of $6Kis provided from the Drosophila Conference
proceeds, each meeting cycle, to fund these awards, and GSA also accepts constituent
donations via the GSAwebsite. In 2020, on GSAs recommendation, a Vanguard investment
account was established with $20K of cash from the Fund, for the purpose of generating

additionalrevenues. As of December 31,2025 the account balance was $41K.

Larry Sandler Fund

The Larry Sandler Fund is held in a custodial capacity by GSA for the Fly Community and is
invested in two accounts at Vanguard. The totalofthe accounts has grown from $28Kin
2003 to $110Kas of December 31,2025. In addition to covering expenses for the Larry
Sandler Award winner each cycle, beginning in 2021, the Fund, as directed by the FlyBoard
(along with the Drosophila Reserve)has provided outreach, travel, and childcare awards. As
mentioned above, during 2025 the Sandler Fund provided $10Kin grant funding to FlyBase
to aid in operations. All together, awards from the Sandler Fund totalover $17Ksince 2021.

Professional Development & Other Special

Programming

Dros26 programming

Engagement staffare organizing a series of professional development, networking, and



mentorship events for the upcoming Dros26 conference. Early- and mid-career attendees
will have opportunities to attend myriad events that will make it easy to connect with
researchers across multiple institutions, foster scientific collaborations, explore career

connections, and make new friends.

Acomprehensive list of Engagement’s Dros26 programming is available on the conference

website’s professional development page. Planned events are listed in the table below.

Event title

Target Audience

Primary goal

Complimentary Professional
Headshots

Early career scientists

Resource access

and Welcome

Conference Mentor Early-career scientists: Networking
Program (Mentors + mentees
Mentees Combined) Mid- to established career
scientists: mentors
Conference Success Tips Early career scientists Networking

GSA Journals Editor
Matching Program

All career stages

Resource access

Getting Involved in GSA’s
Professional Development

Early career scientists

Resource access

Individual Development
Plan (IDP) and Career
Exploration Workshop

Early- and mid-career
scientists

Career exploration

Volunteer-led events

Dine-arounds at local All career stages Networking
restaurants
Netwalking All career stages Networking

Networking Hotspots

All career stages

Networking, career
exploration

Poster Advocacy Program

Early career scientists

Networking



https://genetics-gsa.org/drosophila-2026/professional-development/




BLOOMINGTON DROSOPHILA STOCK CENTER

Stock Holdings as of January 23, 2026
+ 91,343 stocks with 89,411 unique genetic components

2025 Use Statistics In calendar year 2025, the 148,666 samples sent in 9,097 shipments represented a
decrease of 7,800 (5%) samples and 464 (4.9%) shipments from 2024. This continues a multi-year trend
of decreasing stock requests that has necessitated culling of stocks (see Pruning below).

On average, we saw 1.6 orders per stock. 47% of stocks were ordered at least once, 9.5% were ordered
5 or more times, and 13 stocks were ordered >70 times. The most popular stock was elav-GAL4 (#458),
which was ordered 137 times. 71% of stocks available for 2023—-2025 received at least one order during
that same period demonstrating that the collection is heavily used.

User base
+ 3,494 registered user groups, 1,798 of which ordered stocks in 2025
* 7,746 registered users, 2,343 of whom ordered stocks in 2025

Growth 1,376 stocks were accessioned in 2025:
+ 128 CRIMIC or Kozak GAL4 stocks from Hugo Bellen, Norbert Perrimon and colleagues
+ 121 UAS-human cDNA stocks from Hugo Bellen, Sue Celniker, and/or colleagues
+ 118 stocks from Chun Han including MAGIC system stocks and other CRISPR tools
+ 110 stocks with single split-GAL4 hemidrivers or split-GAL4 hemidriver pairs from Janelia
+ 30 stocks carrying components of the SURE system from Mark Schnitzer & Junjie Luo
+ 66 Fourth Chromosome Resource Project stocks from Stuart Newfeld, Justin Kumar and colleagues
+ 803 assorted stocks from the community at large

We have 8,548 stocks with single split-GAL4 drivers and an additional 4,399 stocks with split-GAL4
driver pairs. These stocks include the Janelia “omnibus collection” that covers large portions of the adult
and larval CNS. Many of these stocks have not been available to the public until last year.

Staff 85 stockkeepers (12 full-time and 73 part-time to make 32 full-time equivalents) and 11
managers/scientists.

Funding We are in year 2 of the 5-year grant P400D018537 from the NIH with $750,648 in direct funds
contributed by the Office of Research Infrastructure Programs (ORIP), NIGMS, and NINDS. Fee income
covers our remaining expenses and now accounts for ~76% of our regular funding. We also received a
one-year administrative supplement (3P400D018537-12S1) with $315,457 in direct funds contributed by
ORIP. This supplement allowed us to support activities related to curation and display of stock-related
data on the Alliance of Genome Resources and FlyBase websites. HHMI has provided support for us to
distribute a subset of split-GAL4 stocks through August 2026. We also receive salary support for
participating in consortium projects to improve stock resources (R01DK136945 and R240D031952),
cryopreservation (R240D034063) and the genetic dissection of complex traits (RO10D034064).

New Stocks We expect to add ~1,800 new stocks in 2026:
+ 400-500 CRIMIC and KozakGAL4 from Hugo Bellen, Norbert Perrimon and colleagues
+ 200-300 UAS-human cDNA stocks from Hugo Bellen, Sue Celniker and colleagues
*+ 150 split-GAL4 stocks from the Transgenic RNAi Project
+ 100 stocks with genes endogenously tagged with nanoTags from the Transgenic RNAi Project
+ 80 shRNA stocks from the Transgenic RNAi Project



+ 800 assorted stocks from the community at large

Pruning We carried out a cull of 2,482 redundant or rarely used insertions in 2025 after investing
considerable effort in identifying stocks and seeking community input. We lost or discarded an additional
353 assorted stocks. We expect to cull more stocks in 2026, so please keep an eye out for information.

Scientific Advisory Board
+ Hugo Bellen, Baylor College of Medicine (chair)
* Michelle Arbeitman, Florida State University
» Nancy Bonini, University of Pennsylvania
* Michael Buszczak, UT Southwestern Medical Center
+ Lynn Cooley, Yale University
+ Oguz Kanca, Baylor College of Medicine
+ Karla Kaun, Brown University
» Susan Parkhurst, Fred Hutchinson Cancer Research Center
* Norbert Perrimon, Harvard Medical School
* Nasser Rusan, NIH, NHLBI
* Benjamin White, NIH, NIMH



Vienna Drosophila Resource Center (VDRC), Vienna, Austria
Lisa Meadows, Ph.D.

The VDRC (vdrc.at) is part of Vienna Biocenter Core Facilities, a non-profit research infrastructure. Its
mandate is to maintain and distribute transgenic RNAI lines and other resources to Drosophila
researchers, both locally and worldwide, and to further develop and expand VDRC resources
according to the emerging new technologies and community needs.

User fees are subsidized ~30% by the Austrian Federal Ministry for Science and Research

and the City of Vienna.

Key changes during 2025
e 863 multiplexed sgRNAs and toolkit lines for a Cas12a-based CRISPR system and Base
Editing
e 36 “DrosDel Immunity Panel” lines for studying immunity in an isogenic background
e 58 new lines in “Other Resources” from the European community.

Usage Statistics 2025
e 17,854 stocks delivered to 428 user groups in 929 separate orders.
e Average orders/stock = 0.64.
o 39% of stocks were ordered at least 1x. (67% in last 3 years).

Resources as of February 2026
Total stocks currently available to the community: 27,958.
Key collections:
e 23,416 RNAi lines (12,934 in GD, 9,679 in KK and 803 in the shRNA collection).
e 21 toolkit stocks used for the construction of the RNAI collections.
Collectively, the GD, KK and shRNA libraries target a total 12,671 Drosophila
protein-coding genes (91%). For over 8000 genes, more than one independent
RNAi: line is available through the VDRC.
e 1,920 UAS-sgRNA and 23 Cas9 toolkit lines for Cas9 CRISPR-mediated genome
engineering (Heidelberg, HD-CFD).
e 845 multiplexed UAS-sgRNA and 10 Cas12a toolkit lines for Cas12a CRISPR-mediated
genome engineering (Heidelberg, HD-CFD).
e 895 Tagged FlyFos TransgeneOme (fTRG) lines.
e 200 enhancer-GAL4 lines (VTs, Vienna Tiles). Expression patterns annotated in
adult brain and embryo. Searchable databases available.
e A small, but growing number of plasmids and stocks made available to the
community from Private Stock Collections, including mutant alleles, tagged
constructs and reporters.
e 13,848 DNA constructs used for the generation of the GD collection.

Services
VDRC is open to donations of highly used stocks for integration into its community stock center
collection (complementary to other stock centers).
In addition, we offer:
e Private Stock Keeping Service - to maintain and distribute personal fly
stock/plasmid collections on a cost recovery basis.
e Fly Extract - for tissue culture.
e Fly food service - primarily for fly groups in the Vienna area.


https://shop.vbc.ac.at/vdrc_store/

Drosophila Genomics Resource Center (DGRC): Booth #204, Poster #664T

DGRC will run a Drosophila Cell culture clinic at Booth #204 daily (March 5-7, 2026) to assist
users with handling cell culture products.

Updates to Report:
Personnel:

Andrew C. Zelhof Ph.D. Director

Arthur Luhur Ph.D. Associate Director

Daniel Mariyappa Ph.D. Associate Director

Johnny Roberts — Research Technician

Peter Bohall - Research Technician — started Aug 2024
Chris Hemmerich — Database Specialist

Michael Clinton — Web Designer — started Dec 2024

Advisory Board as of Feb 12, 2026:

Deborah Andrew Ph.D. (Debbie will be rotating off this year and we are accepting suggestions
for a new member)

John Abrams Ph.D.

Erika Bach Ph.D.

Chun Han Ph.D. (2025)

Dr. SeYeon Ph.D. (2025)

Funding: NIH P400D010949 - The DGRC is entering the third year of our P40 funding
(April 1,2024 to March 31, 2029). The DGRC is now being funded from NIGMS and
the Office of the Director. For year two of the grant we received our full requested budget.

The DGRC program income in 2025 is comparable to the program income since 2020 (Table 1)

Year [Vectors/cDNAs| Cell Lines| Products Program
Shipped Shipped | Shipped Income
2020 1645 171 2381 $169,447.61
2021 1741 239 2459 $199,325.53
2022 1653 149 2254 $168,883.57
2023 1353 216 2016 $187,755.20
2024 1036 175 1705 $176,040.93
2025 788 221 1513 $185,849.12

Table 1: Summary of items shipped over the past five years. Years are represented from
Jan.1st — Dec.31st. 1Products shipped is the total number of items shipped and not limited to
cell or cDNA/vector clones (e.g. Drosophila extract).

As noted previously, we have observed continued stable demand for cell line usage as
observed by an increase in order numbers for cell lines and shipment of fly extract; fly extract is
an essential component of the medium for some imaginal disc lines and for ovarian cell lines.
Shown below are the fly extract sales in milliliters over the past five years demonstrating the
stable demand.



2021: 4,790 mL
2022: 4,520 mL
2023: 4,470 mL
2024: 4,940 mL
2025: 5,350 mL

We continue to disseminate important updates and announcements via Institutional-sponsored
salesforce email-marketing platform.

Export/ Import Compliance and Regulatory Oversight: Recent enforcement of enhanced
compliance requirements has added layered review to DGRC'’s international shipping and
foreign transactions. All shipments are vetted by IU Research Security and Export Control,
certain exports require EEI (Electronic Export Information) filing via the U.S Customs and
Border Protection, and transfers of materials involving Foreign Entities of Concern (FEOC)
require formal approval. Applicable foreign financial transactions are disclosed under Section
117. Although order processing timelines have lengthened slightly, operations remain stable
and fully compliant.

Redesign of DGRC Web interface: As proposed in our NIH funded renewal application, our
web designer is working with our database specialist to redesign and reconfigure DGRC
website to adhere to NIH standards with respect to Curation and Informatics. Our new website
will be released for testing by Summer 2026.

Data transfer from BDGP: DGRC received sequence data for 39,321 ORF/tagged ORFs and
11,114 Gold clones from BDGP. This data prior to the transfer could only be accessed from the
BDGP website. With the next DGRC website update, the sequence file and the sequence map
for all these clones can be retrieved by the end users in the respective DGRC reagent webpage.
We are thankful to BDGP for hosting this data thus far and hope the end user experience in
accessing sequence data for these plasmids will be smoother with this transition.

DGRC Publications

Luhur A., Mariyappa D., Bohall P., Multini L., Elkins., Zelhof A.C. (2025) Establishment of
Drosophila intestinal cell lines as tools for multiomic screening and deciphering intestinal
biology. Sci Rep. 2025 Sep 2;15(1):32291. doi: 10.1038/s41598-025-17336-z.



New Product/Updates in the past year:

1. Rabbit Polyclonal Anti-Rasputin (G3BP/RIN) donated by Liz Gavis
2. Cell Lines added to DGRC catalog in 2025:

DGRC | Cell line name Originating Lab Supporting grant
Cell
line
352 S2-LiveDropGFP- | Andrew Simmonds International
M4
353 CG10116-L10 DGRC P400D010949
354 CG10116-L15 DGRC P400D010949
355 CG10116-L18 DGRC P400D010949
356 JW18-wMel William Sullivan NSF EF-0328363; NIH F32 GM080192;
NIH R25 GM058903; NSF MCB-1122252
358 S2-wMel Shelby Russell RO0OGM135583; R35GM139595;
R35GM128932; T32HG012344
362 Dinn-1 Robert Unckless NSF EAGER 2135167; Graduate Studies
Summer Research Scholarship
363 C6/36-HES- DRSC / Perrimon P41GM132087
Act::Cas902A-Neo
229 S2R+-NPT005 DRSC / Perrimon R01-GM067761; R01-GM084947; Dana-
(replacement) Farber/Harvard Cancer Center

3. Vector/DNA Reagents added to DGRC catalog in 2025

Reagent(s)

Originating Lab

Description
(number)

NIH grant/Other funding

Transformation and cell
culture vectors

Norbert Perrimon
Lab

Vectors (19)

T32 GM007748
R01 GM084947
R01 GM067761
R24 OD019847
F32 HL154711

HHMI
Cell culture vector Richard Cripps Vectors (1) R01 GM061738 RO1
Lab GM124498

U54 CA132384
U54 CA132379

NSF

American Heart Association
Super Recombinator Mark Schnitzer Vectors (12) NSF
(SuRe) reagents Lab HHMI

FRET reagents

Sharyn Endow
Lab

Vector (1)
cDNA clones

®)

R01 GM046225

R01 DC021696

R35 GM156302

NSF

March of Dimes Foundation




Duke UG RSO

Other funding
sources/Non-US Labs

Nanobody vectors Jeremy Dufourt Vector (5) Non-US Lab
Lab

Fourth Chromosome human cDNA: We are processing human cDNA collection generated by
the Fourth Chromosome Research Project donated by the O’Connor and Newfeld Labs. At least
23 of the 65 human cDNA constructs will be made available before Dros "26.

attP cell lines: We have continued to expand the attP containing cell lines catalog with the
status of the projects listed in Table 2 below. The DGRC offers the research community a fee-
based service to generate stable cell lines containing their transgenic construct of choice. For
S2R+, we are in the process of confirming the genomic attP insertion at 25C6 locus (dsRed attP
SCC). For S2-DGRC we are in the process of creating the dsRed attP lines at the 99F8 genetic
locus. With the Dm-BG3 -c2 cell line, we are currently confirming successful recombination
mediated cassette exchange (RMCE), introducing Cas9 under the control of metallothionein
promoter which will enable performing CRISPR-based screens in this neuronal cell line. We
also offer custom recombinase-mediated exchange as a service utilizing these new reagents.

Table 2: Status of DGRC attP cell line generation projects

Cell line 2L 25C6 3R 99F8
dsRed attP RMCE dsRed attP RMCE
SCC SCC
Dm-BG2-c2 Confirmed To confirm NA NA
Dm-BG3-c2 Confirmed In progress Confirmed To confirm
Kc167 Confirmed Confirmed Confirmed Confirmed
S2 DGRC Confirmed Confirmed In progress NA
S2R+ In progress NA Confirmed Confirmed

Metabolic sensor cell lines: Using the Kc167 attP 99F8 line, single cell clonal populations with
metabolic sensors for either Lactate (Laconic) and Pyruvate (Pyronic) have been generated.
Currently, we are in the process of confirming precise RMCE and will follow up with functional
characterization of the metabolic sensors.

Outreach

A booth and a poster presentation at the 66" Annual Drosophila Meeting in San Diego, CA.
March 2025.

Two research talks at the Society of In Vitro Biology Meeting at Norfolk, VA. June 2025.
Two research talks at Entomology Meeting at Portland, OR. Oct 2025.
Presentation at the Midwest Fly meeting, Allerton, IL Nov 2025.

Fly Bayou Virtual Meeting, Nov 2025



DGRC submitted repository information with the goal of being listed on the NIH Intramural
Research Program Collaborative Research Exchange (CREX).

Lucy Cherbas seminar series

The lecture series includes a Spring and Fall ZOOM

meeting. Each meeting includes a featured speaker using Drosophila reagents, a review
of new cell lines and tools presented by the DGRC staff, and an open-ended question
and answer session for all participants. In addition, a recording of each meeting (see link
below) is posted and archived on our website

Dr. Amanda Simcox — Fall 2023 -- https://dgrc.bio.indiana.edu/Videos#lcls-fall-2023

Dr. Stephanie Mohr — Spring 2024 — https://dgrc.bio.indiana.edu/Videos#lcls-spring-2024
Dr. Shinya Yamamoto — Fall 2024 - https://dgrc.bio.indiana.edu/Videos#lcls-fall-2024

Dr. Chun Han — Spring 2025 - https://dgrc.bio.indiana.edu/Videos#lcls-spring-2025

Dr. Benjamin White — Fall 2025 - https://dgrc.bio.indiana.edu/Videos#lcls-fall-2025

IU MS Biotech Program — The DGRC represents an option for IU MS Biotech students to
fulfill their research requirement. The student spends one year doing research in the lab.
X490 Undergraduate Research — The associate directors and the DGRC can now serve
as mentors and host lab for undergraduates interested in participating in the Biology
Department undergraduate research credit program.

The DGRC continue to provide substantial support for an undergraduate cell biology
laboratory course (course BIOLL313, administered by the Director of Undergraduate
Studies, Dr. Karen Whitworth), resulting in a high level of satisfaction across key service
aspects. The DGRC's contributions included supplying cells and media, training on

tissue culture techniques, and offering ideas for hands-on student activities, such as
testing seeding densities and evaluating growth. These efforts directly helped the course
instructor create a technical protocol and enhanced the undergraduate learning experience.



Report to the Fly Board on the Drosophila RNAIi Screening Center (DRSC; nhow ACSF) &
Transgenic RNAI Project (TRiP) at Harvard Medical School
Stephanie Mohr, Ph.D., on behalf of Jonathan Zirin, Claire Yanhui Hu and Norbert Perrimon

The past year was an unusual one for the DRSC/TRIP. When 2025 began, we were in a rebuilding
phase because in June 2024 we had learned that our NIH NIGMS RM1 grant application would
not be funded despite a top score. Early in 2025, we were subject to the abrupt halt to all NIH
funding, as experienced across Harvard University. That was not reversed until fall 2025. Funding
from Harvard University, Harvard Medical School, and Howard Hughes Medical Institutes helped
us weather the shortfall until NIH funding was restored. Nevertheless, we were forced to retrench.
We now operate with a reduced staff and we accelerated sunsetting of DRSC RNAI services.
Currently we are still able to provide cherry-picks of PCR templates; however, we cannot ship
dsRNA in assay-ready library plates or do IVTs as a service (to our knowledge, only one lab was
affected by this change in what we are able to provide).

Currently, we have one year of funding left on a grant from NIH ORIP. We recently submitted a
new grant to ORIP for support of complementary in vivo and cell-based resources. In late fall
2025, we received a strong score on an R24 application to NIAID. The project would extend our
cell CRISPR screen technology to four mosquito species. It is not clear if the grant will be funded,
and we are concerned overall about the outlook for NIH funding. We are actively building new
relationships and seeking alternative sources of funding from non-profit and for-profit entities.

Bright spots in 2025 included: (i) we were co-recipients of the 2025 Drosophila Service Award; (ii)
we initiated new local and non-local collaborations; (iii) we continued production of new TRIP fly
stocks; (iv) we continued maintenance, support, update and further development of our suite of
online resources: and (v) a burst of new scientific findings following establishment of genome-
wide CRISPR screening platforms in cells from Anopheles mosquitos and black-legged ticks.

DRSC name-change to the Arthropod Cell Screening Facility (ACSF)

After establishing CRISPR screening in Drosophila cells, we have moved on to establish similar
platforms for mosquitos, ticks, and crop pest insects. In late 2025, we renamed the DRSC the
Arthropod Cell Screening Facility (ACSF). We created a new website and will continue to update
this site (https://acsf.hms.harvard.edu/). Currently, we are retaining the DRSC/TRIP website
(https://far.hms.harvard.edu), as it serves as a knowledgebase and a portal to online resources.

Scientific highlights from our bioinformatics, cell, in vivo, and efforts:

Launched a new version of our cell-cell communication resource, FlyPhone2

Publication of first-ever Anopheles mosquito cell genome-wide CRISPR cell screens
Publication of an improved, anti-CRISPR-based Drosophila cell screening approach
Publication of a new NanoTag method for detection of hemolymph proteins

Completion of first-ever genome-wide CRISPR screens in black-legged tick cells
Generation of in vivo CRISPRa tools to study pro-longevity factors in glia

Knocked-in NanoTags in vivo into a set of 50 genes encoding mitochondrial proteins
Updated our DIOPT ortholog mapping resource (now version 10)

Updated Molecular Interaction Search Tool (now version 6), COMPLEAT (now version 2)
and PANGEA (now version 2) online tools with new data sets and species



https://acsf.hms.harvard.edu/
https://fgr.hms.harvard.edu/
https://www.flyrnai.org/tools/fly_phone_v2/web/
https://www.flyrnai.org/cgi-bin/DRSC_orthologs.pl
https://fgrtools.hms.harvard.edu/MIST/
https://www.flyrnai.org/compleat/
https://www.flyrnai.org/tools/pangea/web/home/7227

Publications & Preprints

Qadiri M, Liu Y, Kim AR, Han M, Zhou E, Veal A, Lu TC, Li H, Hu Y, Perrimon N. FlyPhoneDB2:
A computational framework for analyzing cell-cell communication in Drosophila scRNA-

seq data integrating AlphaFold-multimer predictions. Comput Struct Biotechnol J. 2025 Jun
20;27:2814-2822. doi: 10.1016/j.csbj.2025.06.032. PMID: 40677242; PMCID: PMC12269837.

Viswanatha R, Entwisle S, Hu Y, Kim AR, Reap K, Butnaru M, Qadiri M, Mohr SE, Perrimon N.
Higher resolution pooled genome-wide CRISPR knockout screening in Drosophila cells
using integration and anti-CRISPR (IntAC). Nat Commun. 2025 Jul 15;16(1):6498. PMID:
40659672; PMCID: PMC12259957.

Xia B, Kim AR, Liu F, Han M, Stoneburner E, Makdissi S, Di Cara F, Mohr SE, Ring A, Perrimon
N. Phage-displayed synthetic library and screening platform for nanobody discovery.
Elife. 2025 Aug 1;14:RP105887. PMID: 40748049; PMCID: PMC12316454.

Viswanatha R, Lee D, Robins WR, Mameli E, Hu Y, Kim AR, Hashmi Y, Nishida H, Prakash G,
Butnaru M, Churchman S, Mohr SE, Mekalanos JJ, Perrimon N. A family of lethal exotoxins
defined by cell entry via the Attractin receptor. bioRxiv [Preprint]. 2025 Oct
11:2025.10.08.681221. PMID: 41280000; PMCID: PMC12632345.

Mameli E, Samantsidis GR, Viswanatha R, Kwon H, Hall DR, Butnaru M, Hu Y, Mohr SE,
Perrimon N, Smith RC. A genome-wide CRISPR screen in Anopheles mosquito cells
identifies fitness and immune cell function-related genes. Nat Commun. 2025 Nov
24;16(1):10323. PMID: 41285753; PMCID: PMC12644648.

Han M, Xia B, Kim AR, Filine E, Stoneburner E, Miao T, Liu Y, Zirin J, Perrimon N. Phage
display-mediated immuno-PCR to detect low-abundance secreted proteins in Drosophila.
bioRxiv [Preprint]. 2025 Oct 31:2025.10.31.685841. doi: 10.1101/2025.10.31.685841. PMID:
41278929; PMCID: PMC12636453.

Marques MP, Sun B, Park YJ, Jackson T, Lu TC, Qi Y, Harrison E, Wang MC, Venkatachalam K,
Pasha OM, Varanasi A, Carey DK, Mani DR, Zirin J, Qadiri M, Hu Y, Perrimon N, Carr SA,
Udeshi ND, Luo L, Li J, Li H. In-situ glial cell-surface proteomics identifies pro-longevity
factors in Drosophila. bioRxiv [Preprint]. 2025 Sep 28:2025.09.26.678810. doi:
10.1101/2025.09.26.678810. PMID: 41040143; PMCID: PMC12485902.
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The Gene Disruption Project (Oguz Kanca, Robert Levis, Hugo Bellen)

Over more than three decades, the GDP has developed and distributed versatile genetic reagents that enable
gene disruption, expression analysis, endogenous protein tagging, and functional modeling of human disease
variants. These reagents are disseminated through the Bloomington Drosophila Stock Center (BDSC), and to
date, more than one million GDP-generated stocks have been distributed to thousands of laboratories
worldwide. The scale, accessibility, and modular design of GDP alleles have made the project invaluable to
modern Drosophila genetics and increasingly important for translational research.

The early phase of the GDP focused on systematic mobilization and molecular mapping of synthetic
transposable elements (TEs). The GDP generated over 200,000 sequence-defined TE insertions. These
alleles enabled gene disruption, reporter-based expression analysis, GAL4-driven misexpression, and protein
tagging. More than 20,000 of these insertion lines remain available and continue to be actively requested. A
major innovation during this period was the development of the Minos-Mediated Integration Cassette (MiMIC)
system. Approximately 17,000 MiMIC insertions were generated and sequenced, with 5,700 currently available
at the BDSC. MiMIC introduced a modular artificial exon flanked by PhiC31 attP sites, allowing cassette
exchange via Recombinase-Mediated Cassette Exchange (RMCE). This design enabled conversion of a single
insertion into multiple functional alleles, including T2AGAL4 gene traps and GFP protein traps, and permitted
elegant manipulation of approximately 1,700 genes.

The T2AGAL4 strategy represented a major advance. When inserted into a coding intron (an intron between
two exons in the coding region), the artificial exon truncates translation while simultaneously producing GAL4
under endogenous regulatory control. The mutant phenotypes of these alleles can be rescued using UAS-
driven cDNA constructs, including human orthologs, thereby enabling structure—function studies and direct
testing of patient-derived variants. Exchange to an splice acceptor /GFP/splice donor cassette creates
internally tagged proteins that are functional in roughly 75% of cases, enabling subcellular localization analysis,
immunoprecipitation, and mass spectrometry-based pathway discovery.

Over the past ten years, the GDP has fully transitioned from a strategy of mutagenesis by quasi-random
insertions of transposon vectors to a strategy of precisely targeting integration of synthetic constructs by
CRISPR-mediated homologous recombination. We call the integrated constructs CRIMICs (CRISPR-mediated
integration cassettes). For most genes, an artificial exon encoding T2AGAL4 is inserted into a coding intron.
For genes lacking a suitable intron, the entire coding region is replaced with a KozakGAL4 cassette (the yeast
GAL4 coding sequence with a Drosophila consensus Kozak signal upstream of the initiator ATG). CRIMIC
alleles combine strong loss-of-function phenotypes with high-fidelity expression reporting and CRIMIC-
T2AGAL4 alleles retain modular exchange capability via flanking attP and FRT sites. CRIMIC alleles provide
additional functional versatility beyond gene disruption. The T2AGAL4 cassette can be excised in a spatially
and temporally controlled manner using FLP-recombinase, enabling tissue-specific rescue experiments that
clarify cell-type contributions to phenotype. Together, these features allow precise definition of loss-of-function
phenotypes, high-resolution mapping of expression patterns, dissection of tissue-specific gene requirements,
and biochemical analysis of protein complexes.

The coverage of the library of T2AGAL4 alleles and KozakGAL4 alleles generated by CRIMIC and MiMIC-
RMCE methods is over 3800 genes. BDSC statistics indicate that roughly 75% of the CRIMIC collection has
been ordered at least once, reflecting broad community adoption. The project is currently supported by NIH
through a grant from the Office of Research Infrastructure Programs (2R240D031447) which was
competitively renewed last year. The current scope of the project includes increasing the size of the CRIMIC
library and generating a library of transgenic stocks that allow restoring the wild-type expression of the targeted
genes in specific tissues expressing Flp (e.g. specific neuronal or glial populations, fat body, gut), in a precise
manner without misexpression or overexpression.

We are also collaborating with the Human cDNA Project to systematically test rescue of lethal CRIMIC alleles
on the X chromosome by expressing UAS-human cDNA of orthologous genes. We have tested 58 UAS-human
cDNA- CRIMIC allele combinations for 28 fly genes and found that 74% of the tested combinations could
rescue or partially rescue lethal phenotype. For 25 of the tested 28 fly genes, we could identify at least one
homologous human cDNA that could rescue or partially rescue lethality. These results underline the synergy



between these two large scale projects in establishing Drosophila as a prime model organism in human
disease research.

The GDP collection can be searched at the Flypush server: https://flypush.research.bcm.edu/pscreen/gene-
search.php.



https://flypush.research.bcm.edu/pscreen/gene-search.php
https://flypush.research.bcm.edu/pscreen/gene-search.php

Human cDNA project (Shinya Yamamoto, Sue Celniker, Toshiyuki Takano-Shimizu, Oguz Kanca, Hugo Bellen)

We are generating a library of UAS-human cDNA constructs and transgenic lines for the fly community
supported by NIH/ORIP (R24 OD022005, 06/01/2016 - 05/31/2024, NCE till 05/31/2025). These tools can be
used in conjunction with the T2A-GAL4 or Kozak-GAL#4 lines (see GDP report) to ‘humanize’ a fly gene and
to assess functional conservation of orthologous genes. In addition, one can introduce a variant found in an
individual (e.g. a missense allele identified as being a potential pathogenic variant in a rare disease patient) to
assess its functional consequences in vivo in flies based on rescue and overexpression experiments (reviewed in
Yamamoto & Kanca et al., 2023 Nat Rev Genet: PMID: 37491400). In principle, we inject our constructs into
the VK37 docking site on the 2nd chromosome if the best ortholog candidate gene in fly is on the X, 3rd or 4. If
the best fly ortholog candidate gene is on the 2nd chromosome, we inject them into the VK33 docking site on the
3:d. Note that some transgenes generated in the pilot phase of this project were injected into the ZH-86Fb
docking site on the 3¢ chromosome. About 600 plasmids and transgenic flies generated by Drs. Travis Johnson
& Coral Warr in Australia were integrated into this collection.

To date, human cDNA plasmids corresponding to 7,931 human genes have been subcloned into a fly transgenic
vector, 7,193 of which were subcloned at LBNL. Most of these plasmids are in the pGW-HA.attB plasmid but
some clones generated during the initial phase of the project were in pUASg-HA.attB (See Bischof et al., 2013
Development: PMID: 23637332). Clones corresponding to 7,231 genes are currently available from DGRC and
the remaining will become available in the future. In addition, constructs corresponding to 5,418 human genes
have been made into transgenic flies (68% of plasmids) and are available from BDSC and/or Kyoto Stock
Center. Of the 3601 UAS-human cDNA lines that are available from BDSC, 3,030 lines (84%) corresponding
to 2746 genes are from our collection. Prior to this project, UAS-human cDNA lines corresponding to ~80
human genes were available. We are currently writing up a manuscript that describes this collection and its
utility (e.g. efficiency of humanization), targeted to be submitted to eLife within the next couple of months.

Through a supplement on the parental R24 grant, we also generated UAS transgenes that allow expression of
the 29 protein coding genes of the SARS-CoV-2 virus and human proteins these viral protein interact with
(untagged or C’-3xHA tagged, BDSC #94220-95281). A paper describing these reagents was published in Cell
Reports in collaboration with Ethan Bier’s lab (Guichard et al., 2023 Cell Rep: PMID: 37480566).

* BDGP: https://www.fruitfly.org/humanfly/
...Human cDNAs subcloned in the Celniker laboratory (plasmids corresponding to 7,193 human genes)

* DGRC: https://dgrc.bio.indiana.edu/clones/Catalog#
...Human cDNAs available from DGRC. Click the ‘Human ORF’ link from the navigation panel on the left to
download an excel file (plasmids corresponding to 7,231 human genes).

* FlyPush: https://flypush.research.bcm.edu/humantly/
...Human cDNAs subcloned and injected in the Bellen and Yamamoto laboratory. Also, contains information of

human cDNAs obtained from the Celniker laboratory which have been injected in the Bellen and Yamamoto
labs.

* BDSC: https://bdsc.indiana.edu/stocks/uas/uas_hsap.html
...Human cDNAs available from BDSC (lines corresponding to 2,878 human genes are currently available, of
which 2,746 are from this project).

* Kyoto Stock Center: https://kyotofly kit.jp/stocks/documents/Humanized fly lines.html
...Human cDNAs available from KIT (Note that 816 lines of the 3,919 lines available from Kyoto are copies of
stocks that are also available form DBSC).



Drosophila.melanogaster Nomenclature Committee
Kevin Cook, Ph.D., Chair

Purpose: The Drosophila.melanogaster Nomenclature Committee considers community standards
and the practical needs of investigators, FlyBase, stock centers and other stakeholders in
determining nomenclatural rules for Drosophila.melanogaster (set out at
https://wiki.flybase.org/wiki/FlyBase:Nomenclature) and applying these rules to the names and
symbols of genetic elements (genes, alleles, transposons, transgenes, aberrations, etc.). Its
primary role is adjudicating nomenclatural controversies on behalf of FlyBase, which considers
committee decisions binding. Anyone may propose topics for committee consideration, but
beyond the defined relationship with FlyBase, the committee serves only an advisory role.

Procedure: Nomenclatural queries should be submitted to FlyBase
(http://flybase.org/contact/email), which will address routine questions and forward controversial
questions or wider issues to the committee. Committee decisions will be communicated to
FlyBase and/or the original enquirer as appropriate. The committee will report significant issues to
the FlyBoard president, who will determine if they need to be discussed with the FlyBoard.
Decisions made by the committee may be appealed to the FlyBoard president and escalated to the
FlyBoard as a whole if satisfactory resolutions are not made.

Composition: The committee consists of at least five representatives of the international
Drosophila research community, with a goal toward achieving broad regional representation. To
assure familiarity with existing nomenclatural guidelines and practices, one representative is drawn
from FlyBase and one is drawn from a stock center. The length of committee membership is not
fixed, but committee composition is expected to change over time. The committee chair is chosen
by the FlyBoard President and ratified by the full board every five years. The committee may be
cochaired with FlyBoard approval. The chair or cochairs may be removed by a majority vote of the
FlyBoard at any time. The chair or cochairs choose other committee members and may recruit
advisors and/or ad.hoc members or form ad.hoc subcommittees at any time. The committee may
request input from the FlyBoard leadership—especially regarding community standards.
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