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Questions please



Overview

1. Reagents: responsive tables

2. Pathway reports

3. Disease models: potential models and summary "ribbons"

4. Sequence Ontology update

5. JBrowse

6. ID validator (for batch queries and downloads)

7. Fast-Track Your Paper (FTYP): tool updates
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Reagents: responsive allele tables



Reagents: responsive allele tables



Reagents: responsive allele tables



Reagents: responsive driver hitlist

Search for drivers by expression pattern

Search for drivers by gene (new)
Browse frequently used GAL4s



Reagents: responsive driver hitlist
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Pathway reports
16 curated Pathways:

● 6 receptor tyrosine 

kinase pathways 

● major developmental 

pathways such as 

Hedgehog, Notch and 

Wnt



Pathway reports: cytoscape view

Pathway components can be colored by molecular function (shown)
or pathway sub-groupings (e.g., core components, negative regulators, etc).



Pathway reports: members table

Pathway members are presented in "responsive tables".



Pathway reports: how to find them

Search/browse pathways 

from the homepage.

Find links to pathways on 

gene reports.
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Disease models: potential models
Automated pipeline:
fly gene => human ortholog => OMIM disease annotation => Disease Ontology term

~4,800 annotations generated, available on gene reports and as a downloadable file.



Disease models: summary ribbons

acute myeloid leukemia
adenocarcinoma
breast cancer
cancer
carcinoma
cervical cancer
colorectal cancer
hereditary diffuse gastric cancer
intestinal cancer
kidney cancer
leukemia
lung cancer
pancreatic carcinoma
prostate cancer
thyroid gland follicular carcinoma
urinary bladder cancer

Ribbons reflect experimental and computed annotations.

Mouse over a ribbon block to see specific annotations.
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Sequence Ontology update

All Sequence Ontology annotations.

Gene
 "Feature Type"



Sequence Ontology update
Before the Sequence Ontology update ...

Generic term annotation

More information in a free text comment.



Sequence Ontology update
After the Sequence Ontology update ...

More specific annotations are now possible.
Click on the term to find similar annotations.



Sequence Ontology update

Easily find other FlyBase 
genes annotated to a 
specific term.

Browse the ontology



Sequence Ontology update
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JBrowse

track 
info

reorganized 
track listings



ID validator

FBgn IDs from 
Previous Genome 
Releases

current 
FlyBase ID

A helpful first step for batch queries and downloads.



Preview the new 
Fast-Track Your Paper steps at: 

https://wiki.flybase.org/wiki/FlyBas
e:Fast-Track_Your_Paper

Links to papers where authors marked the 
“contains technical advance” box can be found at:

https://wiki.flybase.org/wiki/FlyBase:Papers_with_tech
nical_advances

Fast-Track Your Paper

https://wiki.flybase.org/wiki/FlyBase:Fast-Track_Your_Paper
https://wiki.flybase.org/wiki/FlyBase:Fast-Track_Your_Paper
https://wiki.flybase.org/wiki/FlyBase:Papers_with_technical_advances
https://wiki.flybase.org/wiki/FlyBase:Papers_with_technical_advances


Staying in touch with FlyBase



Tweetorials from @FlyBaseDotOrg



FlyBase @ 
Harvard University:

Norbert Perrimon (PI)
Susan Russo Gelbart (PD)
Julie Agapite
Kris Broll
Lynn Crosby
Gil dos Santos
Kathleen Falls
L. Sian Gramates
Victoria Jenkins
Ian Longden
Beverley Matthews
Carol Sutherland
Christopher Tabone
Pinglei Zhou
Mark Zytkovicz

FlyBase @ 
University of 
Cambridge:

Nick Brown (Co-PI)
Giulia Antonazzo
Helen Attrill
Phani Garapati
Aoife Larkin
Steven Marygold
Alex McLachlan
Gillian Millburn
Arzu Ozturk-Colak
Clare Pilgrim
Vitor Trovisco

FlyBase @ 
Indiana University:

Thomas Kaufman (Co-PI)
Brian Calvi (Co-PI)
Josh Goodman
Victor Strelets
Jim Thurmond
Pravija Krishna

FlyBase @ 
University of New Mexico:

Richard Cripps (Co-PI)
TyAnna Lovato

NHGRI U41HG000739
MRC: MR/N030117/1
NSF: DBI-2035515, 2039324 

We thank FlyBase users 
worldwide for their support.

Acknowledgements



DROS21 FlyBase posters

211A: Progress towards functional understanding of the gene repertoire of 
Drosophila. (Helen Attrill)
Tues 30th March: 10:00AM-12:00PM  (Eastern)
Weds 31st March: 12:30PM-2:30PM  (Eastern)

531C: An enzyme catalog for Drosophila melanogaster (Steven Marygold)
Weds 31st March: 10:00AM-12:00PM  (Eastern)
Thurs 1st April: 12:30PM-2:30PM  (Eastern)

DROS21: even more FlyBase


