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• JBrowse
• Gene Snapshots
• Gene Groups
• Orthologs
• Human Disease Models

• GAL4 search
• New website: FlyBase 2.0
• Gene2Function
• Alliance of Genome Resources
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JBrowse



Gene Snapshots

Epidermal	growth	factor	receptor	(Egfr)	is	the	
transmembrane tyrosine	kinase	receptor	for	signaling	
ligands	in	the	TGFα	family	(grk,	spi,	vn,	and	Krn),	which	
utilises the	intracellular	MAP	kinase	pathway.	Egfr roles	
include	growth	regulation,	cell	survival	and	developmental	
patterning.



Gene Groups
• gene products sharing molecular function (kinases, tRNAs…)
• gene families (actins, odorant receptors…)
• subunits of complexes (ribosome, spliceosome…)



Gene Group Reports

Links	to	external	
resources

Manually	written	
description	of	
group,	with	notes

List	of	members,	
with	export	to:
1.	Hit-list
2.	Batch	Download
3.	Orthologs	tool



Orthology search tool



Orthology search tool



Orthology search results



Human Disease Model data



Human Disease Model Reports

Links	to	related	
diseases/fly	
models

Manually	written	
summary	of	
disease	and	model

List	of	fly	stocks	
used	in	model



‘GAL4	etc.’	search	tool



‘GAL4	etc.’	search	results



Community Interactions
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New features include:

• New/Improved tools
– New hit-list management
– Sequence Downloader
– Revised Jump-to-Gene/Search box

• Enhanced Report pages
– Navigation panel
– GO summary ribbons (Gene Report)
– Protein domain graphics (Gene/Polypeptide Report)
– Reference filtering

• Mobile device friendly



New hit-lists
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Revised Gene Reports



Revised Gene Reports



Revised Gene Reports



Revised Gene Reports



Revised Jump to Gene/Search
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www.gene2function.org
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Alliance	of	Genome	Resources	(AGR)
• Current	members:

– Saccharomyces	Genome	Database	(SGD)
– WormBase
– FlyBase
– Zebrafish	Information	Network	(ZFIN)
– Rat	Genome	Database	(RGD)
– Mouse	Genome	Informatics	(MGI)
– Gene	Ontology	Consortium

• Mission:	“To	develop	and	maintain	sustainable	genome	information	
resources	that	facilitate	the	use	of	diverse	model	organisms	in	
understanding	the	genetic	and	genomic	basis	of	human	biology,	health	
and	disease”	

• 1st public	release	due	October	2017
– Press	release	etc
– Basic	gene	data,	genome	browser,	GO	annotations,	disease	associations
– Prominent	links	from	FlyBase pages	to	AGR
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Further information
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MARRVEL
• Model	organism	Aggregated	Resources	for	Rare	
Variant	ExpLoration

• MARRVEL	allows	users	to	search	multiple	public	
variant	databases	simultaneously	and	provides	a	
unified	interface	to	facilitate	the	search	process.	





MIST

• Molecular	Interaction	Search	Tool
• MIST	is	a	comprehensive	resource	of	
molecular	interactions	for	several	species,	
including	fly,	mouse	and	human.	You	can	mine	
known	physical	interactions	and	infer	
interactions	using	other	supportive	evidence.	




